
logo MKKTNKRKFLKLLW I
W
L
T
I
S
I
S
G
V
I
L
G
S
L
T
I
LL ILLWFMTVFVFFVPLPYYLEMSPGGAAYDIRQSVLVTVNHNKQEVDEKEKEKGSYNFTVAYVSLVQSKQATAP I

LQLVLAYAQWFLDTPFHTES IVRT
NTDB id 69458 SR187 RS07365 WP 120172020.1 MKKNRKLLLITSIVLGTLLIWFTVFVPLPYYLESPGGAADIRQVLTVNNQVDEKEGSYNFTYVSVQQATALQLLAAQFDPHTSVR 85
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTPFTEIT 85
consensus !! !*! * *!* ! !!!!!!! !!!! !!! !*!!!* ! !!!!! !!* !!**!*! ! !*! *

logo SAEKEMTATGGAVNSDSADEYFMRIANQRFYMETSQNGMAI
KYKQAGLSTLAGHKEKANSFMKNFYFMGVYVLNQLVASERDNSTFKGS IVLNIADTVTVGS IVNDGKTFEHSSKPDEL IK

NTDB id 69458 SR187 RS07365 WP 120172020.1 SAEEMAGGANSAEYFRIARFYMETSQNMAKYQGLTLAGKEANMKFFGVYVLNLAEDSTFKSILNIADTVVSINGKTFESSPDLIK 170
NTDB id 360 SMU RS02495 WP 002262039.1 SAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDKTFHSSKELIK 170
consensus !! ! !! !*! !! !!!!!!!! ! ! *!*!!*! ! * !!!!!** !!!! *!!!!!!! *! !!!*!!**!!!

logo YVSGLEKLGSDKVSTVGQYI
TSDEGNEKEKKSTAKGKI

V IKLASNGKNGIG IGLVDHTEKVQTSDSDVKP IDEFQSTGNGNIGGPSAGLMFTLADIYDTQLAVDKEPDLRDK
NTDB id 69458 SR187 RS07365 WP 120172020.1 YVSGLELGSDVTVGYISDGEEKSAKGKIIKLANGKNGIGIGLVDHTEVQSSVPIDFQTGNIGGPSAGLMFTLAIYTQLADPDLRD 255
NTDB id 360 SMU RS02495 WP 002262039.1 YVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMFTLDIYDQLVKEDLRK 255
consensus !!!!! !!! !*! ! !* !*!!!!*!!! !!!!!!!!!!!!!! ! ! *!*! ! !!!!!!!!!!!! !! !! *!!!

logo GR I
MIAGTGTI EGEKDGKSVGDIGGADKMKVALASAADKRAIGNADS I FFVPNNPVDSEKAI

TLKKLNPKNAKLTNYEQEAKEQASAEKKALAGTVDKI
M
E
KIVPVKQNTVQDEAI

NTDB id 69458 SR187 RS07365 WP 120172020.1 GRMIAGTGTIEKDGKVGDIGGADKKVLSAAKAGASIFFVPNNPVDEAILKLNPNAKTNYEEAKESAEKAAVDIEIVPVQTVQDAI 340
NTDB id 360 SMU RS02495 WP 002262039.1 GRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQAAKKLGTKMKIVPVKNVQEAI 340
consensus !!*!!!!!!! !! !!!!!!!! !! ! * ! !!!!!!!!! ! !! !! ! !!! !!! ! ! * * !!!! !!*!!

logo DYLKRKHTKSE
NTDB id 69458 SR187 RS07365 WP 120172020.1 DYLKKTKSE 349
NTDB id 360 SMU RS02495 WP 002262039.1 DYLRKH... 346
consensus !!!*!****
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