
logo MSDKNQRHTEHI
LEEKYQTWDLTTI FAPTDAEADWEETEYEIASLTQVQTDELTEKKATKSADFYAGHLLDSAKNSLLEGAI STELTQYLMGSLMRR I

LEKI
LYVYASMKNDQDTRTEV

NTDB id 69447 SR187 RS03205 WP 120171490.1 MSKQRHEIEEKYQWDLTTIFPTDEAWEEEYIALQTETEKTKDFAGHLLDSAKSLLEISETQLGLMRRIEKLYVYASMKNDQDTRE 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !! *!***!!!! !!!!!!!*!! !! !! * ! *!!!!!!!!! !! *! * !!!!*!!*!!!!!!!!!!!!

logo GKLYQEFYQAKAI
S
N
SLYSAQFLSEQAFAFYFYEPEFMAI

L
D
T
D
E
E
K
K
QLAKAEFKAEEQEPAGLGI LQYDNHQYFEKRLLAANKDHVLSQEAVEELVLAAATGSDE I FENGSPATDET

NTDB id 69447 SR187 RS03205 WP 120171490.1 GKYQEFQAKAISLYSAFSQAFAFYEPEFMAITEEQLKAFKAEEPALIQYNHQFEKLLAAKDHVLSQEVEEVLAATSEIFESPAET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus ! !!!*!!!! !!! ! !!!**!!!!!!* * ! !! !!*! ! ! !!*!!! !!!!!!!! !!*!!! *!! ! *!

logo FNSVLDNADS ILLRFPEWI
V
A
SDEGDQGDNLVVEPLSTHGNFYIHTFLMESKDNRDE I

VRKQEGAYEAMYGTYEQFQHTYAKQTLQGSNVVKVHNNLYKQAKRLVRHKYDNSARHA
NTDB id 69447 SR187 RS03205 WP 120171490.1 FSVLDNASLRFPEIADEDGNLVPLSHGNYIHFMESKNREVRQEAYEAMYGTYEQFQHTYAKTLQSNVKVNNLKARLRKYDSARHA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! !!!!! * !! * ! ! *!*!*!!!*!* !!!! !**! !!!!!!!!!!!!!!!!! !!! !!!*! !**!*! !!!!!

logo ALAANF IPESVYDSTLLVESASVNKHLPLLHRYI
L
D
NLRKKLVLGI

LDDELKMYDMVYATPLSDEFTESTAKI
L
S
TYEDEASLKKACEQETVLAE I FGEDEYSKTGIVHKAEA

NTDB id 69447 SR187 RS03205 WP 120171490.1 ALAANFIPESVYDTLVSAVNKHLPLLHRYINLRKKLLGIDDLKMYDMYAPLSDFSTKISYEDALKKCQETLEIFGEDYSTIVKEA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !!!!!!!!!!!!!*!* !!!!!!!!!!!* !!!!*!!*!*!!!!!*! !!!* ! **!!* !!!* ! ! !!!!*!! !* !

logo FETENRWIDVHPVNEKGKRSGAYSGGAYDTNAFMLLNWQDNTLDNLMFTL IVHETGHSLHSMTFLTRQRTQPYVYGDHYPTI
LFLAE IASTTNENI

LLT
NTDB id 69447 SR187 RS03205 WP 120171490.1 FENRWIDVHVNEGKRSGAYSGGAYDTNAFMLLNWQDNLDNMFTLIHETGHSLHSMLTRRTQPYVYGHYTLFLAEIASTTNENLLT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus ! !!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!*!!!!!!!!! !! !!!!!!!*!**!!!!!!!!!!!!*!!

logo EKTLLAKEVKDDKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHQAIHYEKADAQESGQI
VLTADFLMNEKLYAGDKLMNEKYYGNLKSAEDNPYE IQFYEWAER I

NTDB id 69447 SR187 RS03205 WP 120171490.1 EKLLAEVKDDKERFAILNHYLDGFRGTVFRQTQFAEFEQAIYKADQEGQVLTADFLNELYGKMNEKYYGLSAEDNPEIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus ! !! !!!!!! !!!!!!!!!!!!*!!!!!!!!!!!!!*!!* !! !!*!!!!!*! !!* *!!!!! ! !!!!*!!!*!! !!

logo PHFYMYNFYYVYQYATGFAAASAYLAENKIVHNGSTEPEDKEANYLNTYLKAGSSDYPSLENVIAKKAGVDMTKNETDYLDNADAFKVFEADRLEVELEAELVE
NTDB id 69447 SR187 RS03205 WP 120171490.1 PHFYYNFYVYQYATGFAAASALANKIVNGSPEDKENYLNYLKAGSSDYSLNVIAKAGVDMTKEDYLNDAFKVFEARLEELEELVE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !*!!!!!!!!!!!!! !! !!!*!**!!!! !! !!!!!!!!!*! !! !!!!!!! !!! !!!!!! !! !!! !!!



logo

K
RGVHLS

NTDB id 69447 SR187 RS03205 WP 120171490.1 RGVHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus *!!!!*

X non conserved

X similar

X ≥ 50% conserved


