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NTDB id 146 SP RS08570 WP 000614538.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ 85
NTDB id 216 SPD RS08205 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ 85
NTDB id 182 SPR RS07820 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ 85
NTDB id 257 KZH43 RS07655 WP 220041236.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ 85
NTDB id 69437 SR187 RS01985 WP 024532776.1 MIQIGKIFAGRYRIVRQIGRGGMADVYLARDLILDGEEVAVKVLRTNYQTDQIAIQRFQREARAMAELDHPNIVRISDIGEEDGQ 85
NTDB id 467 HSISS4 RS06915 WP 021143821.1 MIQVGKLFAGRYRILKSIGRGGMADVYLANDLILDNEEVAIKVLRTNYQTDQVAVARFQREARAMAELSHPNIVAIRDIGEEDGQ 85
NTDB id 384 SMU RS02325 WP 002263039.1 MIQIGKLFAGRYRILQSIGRGGMADVYLANDLILDNEEVAIKVLRTNYQTDQVAVTRFQREARAMAELNHPNIVAIRDIGEEDGQ 85
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LAHQTKRGI IVHRDLKPQNVI LLTSKPNDGVTAKVTDFGIAVAFAETSLTQTN
NTDB id 146 SP RS08570 WP 000614538.1 QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN 170
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NTDB id 146 SP RS08570 WP 000614538.1 QA.PKKHRFKMRYLILLASLVLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGA 417
NTDB id 216 SPD RS08205 WP 000614552.1 QA.PKKHRFKMRYLILLASLVLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGA 417
NTDB id 182 SPR RS07820 WP 000614552.1 QA.PKKHRFKMRYLILLASLVLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGA 417
NTDB id 257 KZH43 RS07655 WP 220041236.1 QA.PKKHRFKMRYLILLASLVLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGA 417
NTDB id 69437 SR187 RS01985 WP 024532776.1 ...KPRPGMRTRYKVLIGAILLTALAAGLMFFNTPKTVIVPDVAGQTVEKATEMIEVAGLEVGNVIKETTKEVGEGLVIRTSPAA 419
NTDB id 467 HSISS4 RS06915 WP 021143821.1 KKKKKKNFFSTLLKVFLGLVFIGIIIFAYLVFTNPDNVQVPNVVGQELSTAQTKIEGAGFKVGEVKEVEDDSVDTGKVIKTDPTA 417
NTDB id 384 SMU RS02325 WP 002263039.1 KPKKKRHFLARFFKIFFILVAIGIAVLTYLVLTKPSTVSVPDVSGDKLSTAKMIIRKSGLKVGDVQKIEDDNVGAGKVVRTNPSA 417
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NTDB id 146 SP RS08570 WP 000614538.1 GTGRKEGTKINLVVSSGKQSFQISNYVGRKSS...DVIAELK.EKKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ 498
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NTDB id 69437 SR187 RS01985 WP 024532776.1 KTTKRQGSKVDIVVAIAALV.TIPDVSNKSADLARQELEALG..F.....QVSVKEEYSDKVAQGLVIKTSPEANSSAEQGGK.. 494
NTDB id 467 HSISS4 RS06915 WP 021143821.1 GTTRKEGSSIDVYVSSGSKGFALKDYKGKNYK...DAIEDLTSNFGVSEDQIDIQHVEDDSAEEGEILSQSPGKNKSFN...... 493
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NTDB id 146 SP RS08570 WP 000614538.1 IVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVA 583
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NTDB id 146 SP RS08570 WP 000614538.1 MPSYIGSSLEFTK.NNLIQIVGIKEANIEVVEVTT......APAGSAEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP.. 659
NTDB id 216 SPD RS08205 WP 000614552.1 MPSYIGSSLEFTK.NNLIQIVGIKEANIEVVEVTT......APAGSVEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP.. 659
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