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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPIYY ALNAL.GVN SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIVY ARWAL GVN SQPD GEQ 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEYY ARWALGVN SQPD GEQ 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAF IDAEHALDPEYY ARWAL GVN SQPD GEQ 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPJAY ARWALGVN SQPD GEQ 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPEYY ALNAL.GVN SQPD GEQ 153
NTDB id 453 Spy49 1753¢c ACI62003.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIYY ARWALGVN QPD GEQ 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKIGGINNAF IDAEHALDPEYY ABWALGVN SQPD GEQ 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRYQRINGGFNAF IDAEHALDPRYY A[NJL.GVN ELL SQPD GEQ 138
NTDB id 69375 EL355 RS05325 WP 003587498.1 I EIYGPESSGKTT AIRYQ K[0]G GIWNA IDAEA DPISY AJWNLGVN SQPD GEQ 140
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIMIQK@WGGEWAA TDAENA DPIAYAWWNLGVN D LL SQPD GEQ 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT ANFN\QKINGGINMAF IDAEHALDPYY ARRNLGVNGSDELL SQPDINGEQ 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINGQKIAGGUISMAF IDAEHALDNAYY AIQYIL. G VN§YD L SQPDRIGEQ 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGUASAF IDAEHALDAY ANSHI.GV §§ NILL SQPD GEQ 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGYASAF IDAEHALDERsY ASIL.GV i LL SQPD GEQ 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDINGEQ 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDNGEQ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT M6AF DAEHAIIDPWIY ARBYL G V)Y SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIIDPWIY ARSYL G V)Y SQPD GEQ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT MEAF DAEHAIIDPWIY ARBYL G V)Y SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INWAFTDAEHALDUARY ADIYL G V)Y SQPD GEQ 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEENEEEINIIC NN SQPD GEQ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQ 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDBIGEQ 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDNGEQ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQ 139
consensus B N S I A T B S T A S * %k | | * [ B N B B (] Phskokskokok Dok DD DD Dkl



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
6937
625
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

5 EL355 RS05325 WP 003587498.1
LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

NS

VVVDSVAALVP
VVVDSVAALVP
VVVDSVAALVP
VVVDSVAALVP
VVVDSVAALVP

VV DSVAALVP
VVDSVAALVP
VVVDSVAALP
VVDSVAALP

VDSVAALpP
VVVDSVAALVP
VVVDSVAALVP
VVVDSVAALVP

V DSVAALVP
VVDSVAALP
VVDSVAALP
VVDSVAALP
VVDSVAALpP
VDSVAALVP

B I I I B S B B B S

50, VG Sl

G MGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGD HVGLQAR
G MGD HVGLQAR
GDMGDSHEGLQAR
GDMGDEHVGLQAR
GDMGDWNHVGLQAR
GDMGD{JHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD MEGLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G
¢
!

MGDSH GLQAR
MGD HVGLQAR

R N YNy e E

ALY FTT

233
232
232
232
232
232
232
232
232
217
219
219
231
219
221
221
227
235
219
219
219
227
218
218
218
218
218



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
6937
625
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

5 EL355 RS05325 WP 003587498.1
LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

D ., g TR e,

GDNKTQ
DQK

-— [evii=ci=cii=cli=cl=vli=-]i--li-c - - - - ]i=v]t-v t=c J-c ==~

CGV. .
TGS....
TGS. ...

<< <HHHHAAS

IMGSTKIEEGS.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMIGNTQIKGTG.
IMGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGTTQIKGTG.
IMGNTQIKGTG.

.L.KQNEQH

SLSDTGKIKDKSGEV
.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

EI
EV

YR

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK ARPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

e

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
INYGEGIS
IMYGEGIS

M GEG S
IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS

|

QUUUNXNNXWNNZ

SISk
<

[Ci-AvAsIvIvAsIsisITES]

kokok bk D kkk skk *

DA

312
311
311
311
311
311
311
311
311
292
294
294
307
294
296
296
307
310
294
294
294
302
293
293
293
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
6937
625
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

ol Q Bt [KEIE L0

Elp-t e e

KWw2 RS01765 WP 011675413.1 ET
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454 .1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

5 EL355 RS05325 WP 003587498.1
LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1

LEESEEESAMAVASE....... E....

Z’—]DNWNNlﬂNXNZ

RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1  GTiENERIGKNPNVKERRK|2N|ZIA DK SO EWINTLHSNPNS . . . .. VLKATASDSNDESDVE. .
NGFG RS03960 WP 003688695.1 GAJSeNEIRICHERN\| VIRV WNRK |2 NI=IouNS BIoWED A KERHA LN EMHT . . . . . TEGTQDETDGER. ... ..
NGFG RS03960 WP 003688695.1 GARGNCINCHERN VR VERHK|NIBNIS NN A KIRAALNEMEMHT . . . . . TEGTQDETDGER. ... ..
0K783 RS03845 WP 003688695.1  GAJGNEIRICIERN VR VIRHKIDN|Zo0sS BIoweB A KISAA LN EMHT . . . . . TEGTQDETDGER. ... ..

RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1 GD@NERIGKANWACKMRKIDNIDNIAK TEBKKIIAEMLLNPENM. . . .. QLIAETSSAADDVEFG. .
GTF74 RS11550 WP 000344154.1 = GDjeRela[edgANWNCKMRKIZNIFNIAK TERBKKIBIEMLLNPENM. . . . . QLIAETSSAADDVEFG. .

ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

Pl Dskskokskk %k * %k %k * * %k

IEEDNTEEKQSSKEK. ...... ETDEK.
DNNGVVQQQA.EETQEELE. .. .FEE. ..o\ v vt

..... QTAA .HDETEEEPDLL. ...
..... GAVQ.I.EDEEEPDLL....
..... TKATPVAEDLADADI. ... ... ..

el EECReEE . VEEEV. | DLCDELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED .....
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEIAES....KKDE....AAQVDS.
IDGEEAAES. .. .KKDE....VAQVDS.

.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVTLDLGDELEIE
.VNEEVTLDLGDELEIE
... TDDLALDLDNGIEIE
.ADKNLVLELDDTIELE

..... AVTLA.EEVEED. .. ... ...

387
385
385
385
385
381
381
377
382
348
353
355
363
343
347
347
343
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 69375 EL355 RS05325 WP 003587498.1 C 353
NTDB id 625 LCA RS02525 WP 011374196.1 R 355
NTDB id 1313 DR RS12030 WP 010888966.1 C 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1211 C694 RS00795 WP 000963128.1 . 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



