logo

NTDB id 69223 EP179 RS04475 WP 003688652.1
NTDB id 1134 0K783 RS03985 WP 010358120.1
consensus

logo

NTDB id 69223 EP179 RS04475 WP 003688652.1
NTDB id 1134 O0K783 RS03985 WP 010358120.1
consensus

logo

NTDB id 69223 EP179 RS04475 WP 003688652.1
NTDB id 1134 O0K783 RS03985 WP 010358120.1
consensus

logo

NTDB id 69223 EP179 RS04475 WP 003688652.1
NTDB id 1134 0K783 RS03985 WP 010358120.1
consensus

logo

NTDB id 69223 EP179 RS04475 WP 003688652.1
NTDB id 1134 0OK783 RS03985 WP 010358120.1
consensus

logo

NTDB id 69223 EP179 RS04475 WP 003688652.1
NTDB id 1134 OK783 RS03985 WP 010358120.1
consensus

logo

NTDB id 69223 EP179 RS04475 WP 003688652.1
NTDB id 1134 0K783 RS03985 WP 010358120.1
consensus

TR RE AR VLA TR 5 R RO S L

MELQTDEFAQAAARAATIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLILEGRRLFLGRM
MELQTDEFAQAAARAATRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLILEGRRLFLGRM
I

AL LA LA T AR e TR B VT THTTARLAL

WQLEYDLAAETKRLAAAGTSAPDAAGARQONLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLLALICGENENLP
WQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLLALICGENENLP
PULLL L e rrrrrrrrrrrrrrrrrrrnd

AL R AR TR G ENL S LT

HIALAAPTGKAAAHMARALHRININGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDVLIVDEASMLDTALMLQ
HIALAAPTGKAAAHMARALHRBJINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDVLIVDEASMLDTALMLQ
PULLLE e e rrrrrrrrrrrrrrrrrrrrrnd

AT ARILL ROV ALKV LA ALK e

LLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGC
LLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGC
PULLL L et

A D AR DL TER A QAR EARTE LA ROREFIE

LARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAGISDIVVLAAWRODAEDFNEAYCSYVR

LARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAGISDIVVLAAWRQDAEDFNEAYCSYVR
PELLLL e rrrrrrrrrrrrrrrrrrrrnd

M ELATAL | RO LR SLAMERRY A Lt Bt T

RKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYRE
RKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGROGSLAAYFADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYRE
I

LSO DO LA TARAREE AT CRTRIRUAL LMY

VWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFCQAVNTVKVRQTALGSMLERVE SQEthi
VWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFCQAVNTVKVRQTALGSMLERVF S(QEREERH
PELLL et

85

170
170

255
255

340
340

425
425

510
510



[><] e

non conserved
similar
> 50% conserved



