
logo MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLS IV IVL IAVVSSYFTSRKLNDAVANERLAEIQQDLRNAATL IVRDARMAGSFGCFNMS
NTDB id 69215 EP179 RS02735 WP 010951046.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSIIVLIAVVSSYFTSRKLNDVANERLAIQQDLRNAATLIVRDARMAGSFGCFNMS 85
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFGCFNMS 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EHI
T
G
K
D
NDI

VVDFNSSVNQTQSNLAKPGAAKQEKNAPLFSLKRNSGSTNMSDTKNKQL IP I
V
A
TES IPDNIKNYPQGNFFIQRVLSNSAL IVFQYGIDDLVDASADETTVVVSSC

NTDB id 69215 EP179 RS02735 WP 010951046.1 EHTKDDIVDSSNQTQSNLAKPGAKQENPLFSLKRSG..MDKQLIPVAESIDIKYPGFIQRLNALVFQYGIDDLDASAETVVVSSC 168
NTDB id 1138 NGFG RS02430 WP 003694978.1 EHIGNDVVFNV............AQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSC 158
consensus !! !*! ************ ! !*!!!!!! ** !!!* !!* ! !* ! ! !!*!!!!!!!*!!!!*! !!!!!

logo

A
S
A
KIASKPGKKQIPSTLEQENAKKSAELKQIQTNDSDKEKQNGNIATRQKRHVVNAYAVGKRFIAGGNNEEGSLFRFQLDDKGKWGNPQLLAVKKVKRMDRVRYIY

NTDB id 69215 EP179 RS02735 WP 010951046.1 SKIAKPGKKISTLQEAKSALQITNDD.KQNGNITRQKHVVNAYAVGRFGNNEESLFRFQLDDKGKWGNPQLLVKKVKRMDVRYIY 252
NTDB id 1138 NGFG RS02430 WP 003694978.1 AAISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAG.EEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRYIY 242
consensus ! !!!! !*!! !! ! ! ! !* !!!!! !!*!!!!!!!!!* * *!! !!!!!!!!!!!!!!!!!! !!!!!! !!!!!

logo VSGCPEDEDAGKEEKQFKRYTDNKFDKSSKNASVTPAGVEVLLDSGLSDNAKIAASSDNI
S IYAYR INATIRGGNVCANRTL

NTDB id 69215 EP179 RS02735 WP 010951046.1 VSGCPEDEDAGKEEKFRYTNKFDKSKNAVTPAGVEVLLDSGLNAKIAASSDNSIYAYRINATIRGGNVCANRTL 326
NTDB id 1138 NGFG RS02430 WP 003694978.1 VSGCPEDEDAGKEEQFKYTDKFDS...SVTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus !!!!!!!!!!!!!! !*!! !!! *** !!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!
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