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VTGGYVAHNVIPVLKDVSTFTEVEASDGQELVGL IGLNGAGKSTTINE I IGLLTPYSGGEQIKAINDGLTLIRQEQDAPTASYRKQQKIGYIPETPSL

NTDB id 69074 STO1 RS07945 WP 096422737.1 MLEIKNLTGGYVHVPVLKDVSFTVESGQLVGLIGLNGAGKSTTINEIIGLLTPYSGEIKINGLTLREDATSYRKQIGYIPETPSL 85
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
consensus !!*****!!!!***!!!!!!*!*!**!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!*!*!!!***!**!!!**!!!!!!!!!!
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NTDB id 69074 STO1 RS07945 WP 096422737.1 YEELTLREHIETVAMAYGIEQKVAFDRVEPLLKMFRLDQKLDWFPVHFSKGMKQKVMIICAFVVDPSLFIVDEPFLGLDPLAISD 170
NTDB id 473 HSISS4 RS07770 WP 021143710.1 YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 481 STER RS07730 WP 002951673.1 YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
consensus !!!!!!!!!*!!!*!!!!******* !****!!*!!!!*!!!!!!**!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!
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NTDB id 69074 STO1 RS07945 WP 096422737.1 LIQLLEVEKQKGKSILMSTHVLDSAEKMCDAFVILHKGEVRAQGNLQQLREAFDMPEASLNDIYLALTKEEEL 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKGELS 243
NTDB id 481 STER RS07730 WP 002951673.1 LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKGELS 243
consensus !!*!!**!!**!!*!!!!!!!!!!!!!!!!*!!!!!*!***!!!****!!**!** *!!!!!!!**!!!*!**
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