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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQF LRYMEELTQWKLYIRISAVVLEMASS FIWRQDDYT.RNF.NKD INLKQS TEIEMSISLSKVE QVKI‘NSKNKGP 85
NTDB id 613 LCA RS05340 WP 231952379.1 .MMWEDYWER YRR VT . QUE TERAATKKKGG 71
NTDB id 595 KW2 RS08725 WP 021037687.1 70
NTDB id 69067 STO1 RS05970 WP 061587623.1 GGFFLLKP QT KETNLQAEVAAVSKDSKISHE T4
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KIIVICTGLGLLVGGFFLLKPAPTPVKETNLQAEVA SKDSH BB T4
NTDB id 493 SM12261 RS04300 WP 000387351.1 KIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAVSKDSS . T4
NTDB id 153 SP RS04730 WP 000387344.1 T4
NTDB id 263 KZH43 RS04195 WP 000387330.1 74
NTDB id 222 SPD RS04535 WP 000387330.1 T4
NTDB id 188 SPR RS04295 WP 000387330.1 .. 74
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NTDB id 36 MW RS08230 WP 001793467.1 154
NTDB id 613 LCA RS05340 WP 231952379.1 Q 156
NTDB id 595 KW2 RS08725 WP 021037687.1 INIRYQ . Q QADEKS NL X [DEj YVPEGER [JS EJTE 139
NTDB id 69067 ST01 RS05970 WP 061587623.1 NSRVEIDAVQKAGGLTE ADSKSLNLAQKVSDEALVYVPTKGEEASQQ S 143
NTDB id 521 SMSK321 RS04960 WP 000443804.1 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 143
NTDB id 153 SP RS04730 WP 000387344.1 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 143
NTDB id 222 SPD RS04535 WP 000387330.1 . 143
NTDB id 188 SPR RS04295 WP 000387330.1 TVDVKGAVKSPGIYDLPVGH 143
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NTDB id 36 MW RS08230 WP 001793467.1 .. . 228
NTDB id 613 LCA RS05340 WP 231952379.1 Q Q Q LINKV{e|G I GIgK TIJEMLEEN [§v 235
NTDB id 595 KW2 RS08725 WP 021037687.1 Q LKVSGGKT 218
NTDB id 69067 ST01 RS05970 WP 061587623.1 STSKEKKVNLN ASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG KTIEKLKDYVTVD 216
NTDB id 521 SMSK321 RS04960 WP 000443804.1 STSK KK NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG KTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 153 SP RS04730 WP 000387344.1 STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 SMSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 222 SPD RS04535 WP 000387330.1 SHMSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 188 SPR RS04295 WP 000387330.1 SMSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
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