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VDGLLMENADQKYGNLVPSVAEDW
NTDB id 69060 STO1 RS05465 WP 033584148.1 MKKR.IFLTAAVAVLSSALLAACSSGGKNANQPVTYTYVFSSDPATLDYTVSGNSSTKQVTGNVIDGLLENDQYGNLVPSVAEDW 84
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSS..TSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVAEDW 83
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSN..TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW 83
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSN..TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW 83
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NTDB id 69060 STO1 RS05465 WP 033584148.1 SVSKDGLTYTYKIRKGIKWYTNEGEEYGEVKAQDFVTGLKHAVAKKSQALYLVQDSIKGLDDYINGKTNDFSTVGIKATDDYTLV 169
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDYTLQ 168
NTDB id 292 STER RS06940 WP 011681419.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTLQ 168
NTDB id 324 STU RS16140 WP 011226306.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEYTLQ 168
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logo YTLNKKNQPESPFYWNSKTTMYGSVLLASFP I
VNEDFLAKSNKGDKDFGKPSTDVPTS I LYNGPYFLLKGSLTSAKSS I EMLTVKNQEHNYWDKGKNVFHI

FDDAIKFLTSFYFYD
NTDB id 69060 STO1 RS05465 WP 033584148.1 YTLNNPESFWNSKTTMGVLAPINEDFLASKGDDFGKPTDVTSILYNGPYLLKGLTSKSSIEMTKNQNYWDKGNVFIDDIKLTFFD 254
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLSYYD 253
NTDB id 292 STER RS06940 WP 011681419.1 YTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYD 253
NTDB id 324 STU RS16140 WP 011226306.1 YTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYD 253
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logo GQSDAQEDSALEGVRGFDTEDGHAYPSNALFAPRLVYFKPNTSASNYESARSFVKEEKKYKDNI FVYYGTQAQPRGGAGSSTYSYAI SGTVINLIDRVQASYNKFHYSTSAKTKTDAESEKSTSTKKALLNKDFRQ
NTDB id 69060 STO1 RS05465 WP 033584148.1 GQDADSLGRGFDEGHYPAAPLFKNSANYERFKEKYKDNIVYGQQRGGSYYISTNIDRVAYNHTSKTTDEEKTSTKKALLNKDFRQ 339
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFRQ 338
NTDB id 292 STER RS06940 WP 011681419.1 GSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFRQ 338
NTDB id 324 STU RS16140 WP 011226306.1 GSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQ 338
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NTDB id 69060 STO1 RS05465 WP 033584148.1 ALAFGADRKAAVSQVFGDEVAPRKLRTSFTPPTFVQIGDQSFGQVTKTELDKLDTAWSDVSLDDAQDSLHNVEKAKTKLEAAKKT 424
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKET 423
NTDB id 292 STER RS06940 WP 011681419.1 AINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDA 423
NTDB id 324 STU RS16140 WP 011226306.1 AINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDA 423
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L
G
Q
E
S
N
M
V
ATVLLNATASNKADANAI

EDWDINSPNGNSSVAIGWGSAPDYAQDP
NTDB id 69060 STO1 RS05465 WP 033584148.1 LQADGVQFPIHLDLPVSSTQTDFVRQAQSYKQSIEEALGAENVVVDIQQVSDDELGSMTVLATSKDNIDWDINPNSGWSPDYADP 509
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDP 508
NTDB id 292 STER RS06940 WP 011681419.1 LQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDP 508
NTDB id 324 STU RS16140 WP 011226306.1 LQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDP 508
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NTDB id 69060 STO1 RS05465 WP 033584148.1 STYLDAFDPTSGPTLLGALGIAPGSDSSAIKAVGLDKYKELLDDANSEKTDLEKRYSKYAKAQAWLTDSALIIPVNSD.GAQMLV 593
NTDB id 475 HSISS4 RS07005 WP 021143809.1 STYLDIFKTTSSENTKTFMGYDDP.NNAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVI 592
NTDB id 292 STER RS06940 WP 011681419.1 STYLDIFKTTSSENTKAFMGYDDP.NNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVI 592
NTDB id 324 STU RS16140 WP 011226306.1 STYLDIFKTTSSENTKAFMGYDDP.NNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAI 592
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NTDB id 69060 STO1 RS05465 WP 033584148.1 TKKVPGTGADGWVGDKTGE.NSYKYLKIQDKIVTSKEMEEFRKKFAEEKAKSNEEYQKQLSSHIKD 658
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK. 656
NTDB id 292 STER RS06940 WP 011681419.1 SRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK. 657
NTDB id 324 STU RS16140 WP 011226306.1 SRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK. 657
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