
logo MI
L
D
E
D
L
I
L
K
M
R

T
Q
N
T
V
I
L
F
E
T
R
S
S
D
P
F
L
I FLIRL I LLAGVFLI IL IVLLFFYFVI

T
F
LLNLYLREENYRKRNDNNIRQVLKEQLINAQKVRKSDL ITAGHDYTSDKQKVLKDLMVEQDGGNSTSDELI STENLIVTNNVLNDLSE

NTDB id 375 SMU RS06880 WP 002262929.1 .....MTNVFESSPLFLRILLAVLIILLFFYFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNVNDLSE 80
NTDB id 69058 STO1 RS04650 WP 000568721.1 MIEDIRQTILTSDFIFILILLGFILV.....VTLLLLENRRDNIRLKEINQKVKDLIAGDYSQVLDLQGSTEITNITNNLNDLSE 80
NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQTIFTRDFIFILILLGFILV.....VTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNLNDLSE 80
consensus *** ***********!**!!!***** ***!*******!***!**!*!!**!!*!*!* *!**** *******!!*!!!!!

logo VFIRLTHQENLAEQEKSNKRLTNS I LFSYMTDGVLATDNRSRGKQI ITVMINDTMAQKKQLNGLVQTVRKEQDAVLENCKRNS I LDE I
LLDKIDEEDENSYTEYLNRDL ITKQI

S
TPE I

L
L
T
V

I
L
T
D
R
S
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NTDB id 375 SMU RS06880 WP 002262929.1 RDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALTESVAPSFIKV 249
NTDB id 69058 STO1 RS04650 WP 000568721.1 QDVNGEYLSLRVRFALVRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALYDPVAPDFIKV 250
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NTDB id 375 SMU RS06880 WP 002262929.1 SLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQSTNKVYEIIRDYPDKSVWIEIDTDKMTQVIDN 334
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NTDB id 375 SMU RS06880 WP 002262929.1 ILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWANS 419
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