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NTDB id 69044 ACGG81 RS11415 WP 009263600.1 MQEKEKLIELKDLQITFGTGKKKFVAVDHVNFDIYKGETFALVGESGSGKTTIGRAITRINPVSAGEILFKGRRISGKIS 80
NTDB id 479 HSISS4 RS06980 WP 021143812.1 ..MPEKLVEVKDVEISFGEGSKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGHLS 78
NTDB id 328 STU RS16110 WP 002951426.1 ..MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLS 78
NTDB id 296 STER RS06910 WP 011681415.1 ..MPEKLVEVKNVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLS 78
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NTDB id 69044 ACGG81 RS11415 WP 009263600.1 KELDLEVIKKCQMIFQDPQASLNERAKVDYIISEGLINHHLYKDEKDRYNKVQNALREVGLLPEFASRFPHEFSGGQRQR 160
NTDB id 479 HSISS4 RS06980 WP 021143812.1 HSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLHNFHLYKDEEDRKAKIKKIIKEVGLLEEHLTRYPHEFSGGQRQR 158
NTDB id 328 STU RS16110 WP 002951426.1 HSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQR 158
NTDB id 296 STER RS06910 WP 011681415.1 HSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQR 158
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logo IG IARASL IVMEQPEDFLVVIADEP I SALDVS IVRAQVLNLLNKEKLFKQKTEKLGLTYLF IAHDLSVVRF I SDR IAVIHYKGRTIVELVAEATEEL
NTDB id 69044 ACGG81 RS11415 WP 009263600.1 IGIARALIMEPEFVVADEPISALDVSIRAQVLNLLNELKKTKGLTYLFIAHDLSVVRFISDRIAVIHKGRIVELAEAEEL 240
NTDB id 479 HSISS4 RS06980 WP 021143812.1 IGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEEL 238
NTDB id 328 STU RS16110 WP 002951426.1 IGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEEL 238
NTDB id 296 STER RS06910 WP 011681415.1 IGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEEL 238
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NTDB id 69044 ACGG81 RS11415 WP 009263600.1 FLHPLHPYTKALLSAVPIPDPEREKNKELIVYDPSIHDYSVDQPVWEEILPGHFVYGNQKELEGYRREIEK 311
NTDB id 479 HSISS4 RS06980 WP 021143812.1 YNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAEIETYRKEQSK 309
NTDB id 328 STU RS16110 WP 002951426.1 YNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
NTDB id 296 STER RS06910 WP 011681415.1 YNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
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