
logo MKSKKSKWLLAGLAGAVI
ALSLASGAVLGALVFLTAACGSKSSKEKKSASNDTASPGKTTFYSGYVYANSMSDPSESTLDYSIVTTSSNKTSGSPTSKDTSAVI
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NTDB id 69041 STO1 RS01635 WP 096421668.1 MKSKKWLLGAGAILSAALLFTACGKSEKKADAPKTFSYVYAMDPSSLDYSVTSKSSTSDVIANVVDGLLENDKYGNLIPSLAEDW 85
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSK..SSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVAEDW 83
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSK..SNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW 83
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSK..SNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW 83
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logo SVSQKDGLTYTYKLIRKGI
VKWYTSDEGEEYADENVKTAQKDFVTGLKHAADGSKSADGAGI
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LSGAETSNNKDFSTNVGVKAVIDEDYTVLEQ
NTDB id 69041 STO1 RS01635 WP 096421668.1 SVSKDGLTYTYKLRKGVKWYTSEGEEYAEVKAQDFVTGLKHAADGKSDGLSLLQDSIKGLAAYISGESNDFSTVGVKAVDDYTVE 170
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDYTLQ 168
NTDB id 324 STU RS16140 WP 011226306.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEYTLQ 168
NTDB id 292 STER RS06940 WP 011681419.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTLQ 168
consensus !!!*!!!!!!!!*!!!*!!!!!*!!!!!*!*!*!!!!!!!!!!! !*****!*!!!!*!!**!*!!***!!!*!!!!!*!*!!**

logo YTLNKKQPESPFYWNSKVTTTYAGSTLMLLSFPVNEEDFLNKSNKGSKDYFGAKPSTTDPSTS I LYNGPYFFLLKSLTSAKSVS I EYLETVKNPEHNYWDKDKNVKHI
FDNAIKFLTSFYYD

NTDB id 69041 STO1 RS01635 WP 096421668.1 YTLNKPESFWNSKVTTATMLPVNEEFLNSKGSDYGAP.TPSSILYNGPYFLKSLTSKSVIEYEKNPNYWDKDNVKIDNIKLTFYD 254
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLSYYD 253
NTDB id 324 STU RS16140 WP 011226306.1 YTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYD 253
NTDB id 292 STER RS06940 WP 011681419.1 YTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYD 253
consensus !!!* !!**!!!!*!*****!!!!*!!**!!*!*!****!*!!!!!!!**!!!!!*!!*!!**!!**!!!!*!!**!*!! **!!

logo GSDQDESALEIVRSGFTQDGAYSTNLTFARLVYFPTSSNFYESASTVKEQKEKYGKDKNI FVYYSTPAQPEGATSSTYSYALITGI
VNLVINDRQSYNKFKYSTAKTKDTEDASQEKSTSTKEKALLNKNDFRQ

NTDB id 69041 STO1 RS01635 WP 096421668.1 GSDQESLIRSFTQGAYTTARLFPTSSNFESTKQEYGDKIVYSPQEATSYYLTVNVNRQSYNKTAKTDEAQKTSTKEALLNKNFRQ 339
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFRQ 338
NTDB id 324 STU RS16140 WP 011226306.1 GSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQ 338
NTDB id 292 STER RS06940 WP 011681419.1 GSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFRQ 338
consensus !!!!**!*!*!!*!!!**!!**!!!!!**!****!*!*!*!****!*******!**!!!!***!!*** *!*!!!*!!!!!*!!!
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LYSNPAEKAKATAEFAKAKDEETA
NTDB id 69041 STO1 RS01635 WP 096421668.1 ALNFALDRHSYTAQLNGEEGANKIIRNSLVPHDYVQVGEKTFGELAQAELVSYGDQWKDVALTDGKDTIYSPEKAKAAFAKAKEE 424
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKET 423
NTDB id 324 STU RS16140 WP 011226306.1 AINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDA 423
NTDB id 292 STER RS06940 WP 011681419.1 AINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDA 423
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logo LQGAKDGVTQFP IHLDVLPVENDQTSDSVKI
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NTDB id 69041 STO1 RS01635 WP 096421668.1 LQGKGVTFPIHLDVPVEQTDVIAVQQTNSLKQSIESSLGTENVIVDVLQMTDNEKMSITSQAKVPSQKDYDL.NGTGWGPDYQDP 508
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDP 508
NTDB id 324 STU RS16140 WP 011226306.1 LQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDP 508
NTDB id 292 STER RS06940 WP 011681419.1 LQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDP 508
consensus !!**!!*!!!!!!*!!*!*****!*!**!!!!*!!*!!!**!!**!**!*********!**!******!*!**! **!*!!!!!!
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NTDB id 69041 STO1 RS01635 WP 096421668.1 ATYLNILDAKKGSALKHLGITRGKDPEVMAQVGLDEYKKLLDDAAAETSDLNKRYEKYAKAQAWVSDSSLLIPVASS.GGSPTVS 592
NTDB id 475 HSISS4 RS07005 WP 021143809.1 STYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
NTDB id 324 STU RS16140 WP 011226306.1 STYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAIS 593
NTDB id 292 STER RS06940 WP 011681419.1 STYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
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logo RTLVTPFTKGAYSMSLQVGI
DKGNDSPSSNFDVYFIKGYLVEKLPQNEDKVVTAKKEYEEQASFRKEKWQLQKEKI
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NTDB id 69041 STO1 RS01635 WP 096421668.1 RTVPFTKAYSQVGIKGDP.FVFKGLELQNDVVTAKEYEEAFKKWQQEKIETNAKYQKELEKHVK 655
NTDB id 475 HSISS4 RS07005 WP 021143809.1 RLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 RLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 RLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
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