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consensus !!!!!!!!*!!!!!! ** !* !! ! !! *! *! !!!!!! !!!*!*!! !! *!!!!!!!!!!!!!*!!!!!!!!!!!!

logo PE I L I FDDSFSALDYKTDRI LRNQDELAEKKTKESMTKL IVAQR I STIMDADHL I LVLDQGKVVGQGTHKELLANTNDE I
VYQE IAYSQLSKE

NTDB id 69039 STO1 RS01435 WP 096421641.1 PEILIFDDSFSALDYKTDRILRQELAEKTKSMTKLIVAQRISTIMDADLILVLDQGKVVGQGTHKELLATNEVYQEIAYSQLSKE 583
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