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NTDB id 68977 SPYKS030 RS01375 WP 011054186.1 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKA SN
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASEEEN
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS 80
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NTDB id 68977 SPYKS030 RS01375 WP 011054186.1 Q 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRY I|REET0)
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
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NTDB id 68977 SPYKS030 RS01375 WP 011054186.1 GWS VGSGTKHKYLLYQENEIAFP HQNFVERENLGTSYPTY NPRYVLINVI QGQGIITINRANVEED GUANKIAS ST
NTDB id 476 HSISS4 RS06995 WP 013990225.1 Q ) 239
NTDB id 293 STER RS06925 WP 011681416.1 239
NTDB id 325 STU RS16125 WP 002946410.1 239
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NTDB id 68977 SPYKS030 RS01375 WP 011054186.1 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 318
NTDB id 293 STER RS06925 WP 011681416.1 318
NTDB id 325 STU RS16125 WP 002946410.1 318
consensus
VLTM I ALVY| i SEl ALVl RRY D1 kel R
li ST wWINEL S 1kl AL N LV S S

NTDB id 68977 SPYKS030 RS01375 WP 011054186.1 Y Rl GEWAGLPDSFP LGARDIy SY LP ILG LIRMMPYMRYIWZRRYIM DLQ 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGEEEE
NTDB id 293 STER RS06925 WP 011681416.1 VLTFLLSLPTIALVYITRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKCHEERE
NTDB id 325 STU RS16125 WP 002946410.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
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NTDB id 68977 SPYKS030 RS01375 WP 011054186.1 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 478
NTDB id 293 STER RS06925 WP 011681416.1 478
NTDB id 325 STU RS16125 WP 002946410.1 478
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NTDB id 68977 SPYKS030 RS01375 WP 011054186.1 500
NTDB id 476 HSISS4 RS06995 WP 013990225.1 DILMT IDPRIKLTSKGGKE 497
NTDB id 293 STER RS06925 WP 011681416.1 DILMTIIDPRIKLTSKGGK] 497
NTDB id 325 STU RS16125 WP 002946410.1 DILMTIIDPRIKLTSKGGKE 497

consensus

non conserved
B similar
>50% conserved



