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NTDB id 68951 UtA1 RS12305 WP 096551333.1 MIQSSKKWKIQIPDEMFVQQLQNNLHISSLTAKILASR.VKTLDEARNIIHMKDDQLHNPYLLTGMKEAVERIELALHRGEKILI 84
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
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NTDB id 68951 UtA1 RS12305 WP 096551333.1 YGDYDADGITSTSVILHTLLDLGADVDFEIPNRFTHGYGPNEELFRLAHEKGIQLIITVDNGISGIEPIRIAKELGMDVIVTDHH 169
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
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NTDB id 68951 UtA1 RS12305 WP 096551333.1 EPGEELPPADVIIHPRVPEGKYPFGELAGVGVAFKLAHALYGEVPEHLFEYVALGTIADLVPLTGENRYIVRKGLEKLRKSNHPW 254
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
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NTDB id 68951 UtA1 RS12305 WP 096551333.1 VQALCEASGVKQHEIDEEIIGFYFGPRLNAIGRLGDAKPGVEFLMSEDLASATMGAKLLNEKNNERKEYVNSITEEAIEMIENNP 339
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
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NTDB id 68951 UtA1 RS12305 WP 096551333.1 DISNSSVLVVAKEGWNPGVIGIVASRLVEKYYKPTIVLSIDSELGLAKGSGRSIEGFHLYNELAKNRDILPHFGGHPMAAGMTLS 424
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NTDB id 68951 UtA1 RS12305 WP 096551333.1 AEHIDELRVRLHQQASTCLSDEMLTPTLYIDVPIDLSEVTVEAIEELQKLKPFGVGFEKPIFAIQQVSIRSMRKIGANENHIKME 509
NTDB id 354 BSU 27620 NP 390640.1 AEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMT 508
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NTDB id 68951 UtA1 RS12305 WP 096551333.1 LEDAYGILDAVGFNKGYLFNEISYGVKLSIVGDLQINEWQGRKKPQFLLSDVQILEWQLFDYRGKVNANHWVGSIPIEESSFIAF 594
NTDB id 354 BSU 27620 NP 390640.1 IRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSF 593
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NTDB id 68951 UtA1 RS12305 WP 096551333.1 REETIQYFQAVIPS..IQLV....EDEIDNSLSSYIVLLDLPKRIHTMEKLIEIAKPQRIYAVFYTPNSQYFNGMPTRKHFAQYY 673
NTDB id 354 BSU 27620 NP 390640.1 KEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYY 678
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NTDB id 68951 UtA1 RS12305 WP 096551333.1 TFLKNRPFFNLNEHIHQLSKHFGLNVDTIKFMTKVFFELGFVTIENGLLSVNEFASKRSLTEATTYQLRQQQIELEQKFLYSTYS 758
NTDB id 354 BSU 27620 NP 390640.1 AFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAE 763
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NTDB id 68951 UtA1 RS12305 WP 096551333.1 ELKQWFDNRMKELSYS....... 774
NTDB id 354 BSU 27620 NP 390640.1 ELKEWLNKLMKQDSEAYESTRRT 786
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