
logo

MKE I LKTLTEAMTLPEDSYSEQDAEFLE I F I EE I EE I FVDLQPL INKWMQSENIATLTE IRRHFHTLKGSGRMIGAKSSAELAWT

NTDB id 1419 SGL RS12550 WP 010873252.1 ..................................................................................... 0
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSAELAWT 85
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

VEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPL I LLGQQLQQQQSLEPALEELLQLSHTLMAETVTG

NTDB id 1419 SGL RS12550 WP 010873252.1 ..................................................................................... 0
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLSHTLMAETVTG 170
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

LELDYI EQDSLAEP I IQATHTE I E INLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNAL IRALHTLRGSSAMAQVETI FEAS

NTDB id 1419 SGL RS12550 WP 010873252.1 ..................................................................................... 0
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LELDYIEQDSLAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHTLRGSSAMAQVETIFEAS 255
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

TKVEHLFKI LLQEELSSHSEE I LLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQHGDRTDPLMPSHGLVSQLLQ

NTDB id 1419 SGL RS12550 WP 010873252.1 ..................................................................................... 0
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQHGDRTDPLMPSHGLVSQLLQ 340
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus



logo

LDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEVLLDKPALLQSDYI FE IYQKAHQQL I

NTDB id 1419 SGL RS12550 WP 010873252.1 ..................................................................................... 0
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEVLLDKPALLQSDYIFEIYQKAHQQLI 425
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

QLFDALAAGQRVGVVKQHQS I LEELKLYTQYTPDI SNDLPQQDSTSFEP IYNI
M
E
T
P
S
D
EPENVVATVENFSDSADWAVLGQSVQQDRQY

NTDB id 1419 SGL RS12550 WP 010873252.1 ....................................................MTSDPN........................... 6
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNIEPEPEVVATVENFSDSADWAVLGQSVQQDRQY 510
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

I SSTQVNRNFDADLLDI FLEEAEELLEGI
P
A
D
Q
T
A
D
F
L
E
N
I
NWFVEGEEQEGNDFADAFLNTNSL IMARGYELHTLKGGANMVQATYLGL IAHELES IYERL IQK

NTDB id 1419 SGL RS12550 WP 010873252.1 ............................PAQAFENWFEEEEGDDAFTSLIAGE................................ 31
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQK 595
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

QLVVTSDL IDF IRLVQDDLADRLQIMREQQLDYAAPYTINALKRAE
G
Q
TNSGNFI EQEPLDPFVGVDEALFDEAGEPSETVFIQSEGEQGKFVGI SE I I IDE IPVEL

NTDB id 1419 SGL RS12550 WP 010873252.1 .............................................ETNSGIEELDFGDLFEGEPTVIQGEGFGS........... 60
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALKRAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVEL 680
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus



logo

EPALAELETHHDQVFDP
T
A
S
S
V
G
TEELADPTPVERMI

T
L
T
D
T
F
V
N
TSPQEANELVADANEQDI EAVVEA

Q
L
TFLTDEEADATEPLTLTAE I

M
A
D
E
P
F
S
E
L
L
S
K
S
Q
SWFLE I

Q
D
R
Q
T
M
N
M
R
EADPLA

NTDB id 1419 SGL RS12550 WP 010873252.1 ................PSSGEEDPPVRMTLDFNSPEAELD...........ALFTDEDAPTTAIDPFESSSWLEIDQMMEADPLA 118
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPALAELETHHDQVFDTAVTELATPVEMITTVTSQENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNR...... 759
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

S IPETNAPAYQTAGGLDDNDI LALELQDLLGVGDVEPAI
Q
L
T
N
Q
P
R
A
G
L
VHSFLAKGAGADRMVTVGPLETANEVQVAL ILAFYAQLENAFEQFAI

L
D
H
D
H
F
L
D
N
G
S
L
NINYADHPLVL

NTDB id 1419 SGL RS12550 WP 010873252.1 SIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEPAITNPGLHSFAGADRVTPLTNEVLL.FA........AIDDLDGLINAPVL 194
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 S..................ILL..............QLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQFALHHFNSNIYDHLL 812
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

D
E
E
S
A
E
F
I
A
S
F
W
LKDAI FNHNYQ

T
E
H
F
L
D
E
G
TL IQDQSTLPAENP I

K
Q
SFATFI ESHTPTFIQR I

LPTVAKLMETERADEDELFKSDSLEAPLLEQADSSLVGMGTFGIAQGDMGGTAEPRLPPAMMRGPAWEQ
R

NTDB id 1419 SGL RS12550 WP 010873252.1 DEEFSF..........TELETLIDTPAPKSFATISHPFRLPVAMEEDEDEFKDLEALLEQADSSLGGGIAGMGGARLPARP...R 266
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ESAIAWLKDAIFNHNYQHFDGLQQSLENIQF..FETTIQIPTKLTRA.DLFSS.EP........VMTFIQGDGTEPPPMMGAWEQ 885
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

Q
T
E
V
K
R
L
S
D
R
Q
S
F
N
E
N
E
Q
M
T
I
MRVPSAIDKLQI

L
D
E
K
N
L
M
I
S
D
NL ISGELNSVI

V
K
NRNSR I

LEMQDLQESQRFLRSHQFTLDVENLMELLNAQAIQNRLASDQVGLGRRMEQDGELLYERTQTI
L
LEGALLASRSTNSR

NTDB id 1419 SGL RS12550 WP 010873252.1 QVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLLEGALLASRSTNSR 351
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQI.............. 956
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus



logo

HHSSKTTYPDAR IATAKHSGS ISESHTMSNRDYQTDPFLDAPLEMDQRFYSTGSFLHNLQLSKQESLMAI ELSAI SVDRLVRVDEFSAKNSDTI
L
Q
S
D
Y
K
L
I
V
D
R
D
ETDEQSLVALLRQTLQRSQR I

V
Q
T
A
T
E
Q
I
LQEGLMMTKR

NTDB id 1419 SGL RS12550 WP 010873252.1 HHSSKTTYPDARITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTK 436
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ............IAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMR 1029
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

S
TRLMVPFSTQRLTALDPRLPQRAI IVREQTVSMTAKLNKRKPAVENLEFVENGNGTDEGVEL ILDKRMNI LEHRLVYNTPLMETHLML

V
N
RNAIDTHGI

LEDTPRAEQRQKQALGNKPSEPETGHR I
L
A
E
L
V
N
R
A
I
F
Q

NTDB id 1419 SGL RS12550 WP 010873252.1 SRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPAERQKLGKSPEGHLAVRAF 521
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQ 1114
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

L
RQGNTDQTVLVI

V
T
V
F
VSDDGAQGIDNTVEKMVKRQKALVELAKGL IKSPRMEAEQDSLESQQSDE I

V
L
Y
D
QL ILFHAPGFLSTAKDEQTAVDTDQFIASGRGVGLDVVQRSTDS IL IKDS ILGRGAHI

V
N
S

NTDB id 1419 SGL RS12550 WP 010873252.1 LQGNQTLITVSDDGAGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSLIDIRGAIN 606
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RQGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKP..EQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGHVS 1197
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

I
VESTVVYGKQGTTFTIRLVPLTTLVAS IVCSDKALCMCVKLSVADDRAQQRFIAFIPLMADGQI

V
D
E
D
R
I
T
I
R
D
R
V
Y
L
SPAKDS ILEVQTDYFEDSGPQEKCLFVEKYEGKNEALLLKPLRYPLKRDYLLSENFYNVGR

NTDB id 1419 SGL RS12550 WP 010873252.1 IESTVGKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTD.EDGQKCVKYGKEALLLPLYPLKDLLNYNR 690
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYEN.....KRYPLRYLSEFVG 1277
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus



logo

N
Q
L
Q
P
S
I
R
G
P
R
S
L
V
N
YGGKQEVEMDYSVLVPRVI

L
I
M
A
I
K
R
A
G
N
S
N
SGNQLTLVALLQI

VDQLVI
LGESERAEQIV I

VKPQI EGGQPQFIPSKS IPGPAGIAGATI
V
L
RGDGQS IVCML

P IALDGVLQENI
L
A
I
E
R
I
Q
A
IQGS

NTDB id 1419 SGL RS12550 WP 010873252.1 QLSRGSVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEE.EIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADVLELIEIAQG 774
NTDB id 413 AAK55817.1 141..845( ) ..................................................................................... 0
NTDB id 374 SMU RS06885 WP 002262930.1 ..................................................................................... 0
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NQPIPRLNG...VMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQS 1359
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 0
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 0
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 0
consensus

logo

R
T
L
QRHTKDQLSSEGAGLVW

Y
RKTLTPR

T
M
Q
V

E
N
R

D
E
A
S
V

D
F
H

E
M
Q

D
N
R
M
L
N
P
R
S
K

A
L
T
K
I
V
M
L
L
V
I
I
VEDDESSVIKASPTQVI SRKRDELTVIMALTI ETKSDGLRTF ISNLFMLAEQTKADRKAHQSEGCFLWYQRTDETVEITVHIQTACKRSVFNDGFQRVDEAI

W
L
D
S
E
A
K
Q
F
Y
I
L
A
K
L
Q
E
A
S
T
E
N

F
G
I
A
E

LKQ
S
N
P

C
PDI

L
M
I
V
L
F
I
V

C
V
LDLI EVML

MPER I
K
L
M
N
D

NTDB id 1419 SGL RS12550 WP 010873252.1 RLRT.DSSGGLWRKTLTPTVNEVHMDPTVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFCDIEMPRKN 858
NTDB id 413 AAK55817.1 141..845( ) .........................MKKILIVDDEKPISDIIKFNMTKEGYEVVTAFNGREALEQFEAE.QPDIIILDLMLPEID 59
NTDB id 374 SMU RS06885 WP 002262930.1 .........................MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEE.NPDLIILDLMLPELD 59
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TQRHKQLSEAVY......RQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENI.KPDLMLLDIEMPRMD 1437
NTDB id 68917 CDC37 RS16845 WP 096623378.1 .........................MSTVLIVEDSIAQREMITDLLKASGLTVTHASDGVEALEAILTA.PPDLVVLDIVMPRMN 59
NTDB id 1417 SGL RS04200 WP 014407071.1 .........................MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNF.SPDLVVLDIVMPRMN 59
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ...................MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEA.NPDIVFVDIMMPRLD 65
consensus * *****!* ******* ** * !*****! *! *!** * *!****!***!***

logo GFLYQELTVALCANSKRTELRLVIQKRAHNSHSDDEQPEMNKHLNYTKQSHYSNMIVP I
V
A
L
V
I
L
M
I
C
L
T
S
A
S
R
K
T
D
G
A
E
G
S

D
L
E
K
R
F
H
D
Q
K
R
A
E
F
K
Y
V

K
R
V
I
W

A
G
A
F
R
L
M

R
S
V
E
K

I
V
Q
LGSVASTDEGQADYFLMIVGATKPYFTQSKENPDEKMTRDE I

L
Q
V
L
D
E
N
A
G

N
A
R
T

A
I
V
D
N
R
K
N
R
Q
A
M
H
L
V
L
N
S
V
R
A
N
S
G
R

E
F
S
T

Q
V
E
L
N
P
S

E
I
L
M

E
V
P
G
K
S
V

A
D
S
G
T
V

A
Q
R

E
K
T
E
A
N
A
D
S

I
S
G
K
L

I
P
S

P
Q
R

FEK
P

K
I
A
I
Q

R
IG

NTDB id 1419 SGL RS12550 WP 010873252.1 GLELLSELQADEELSSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTNSILSRFKKARG 943
NTDB id 413 AAK55817.1 141..845( ) GLEVAKTIR...KTSSVPILMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQ.PIQIG 139
NTDB id 374 SMU RS06885 WP 002262930.1 GLEVAKEVR...KNSHVPIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIP.EIIIG 140
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS................ 1506
NTDB id 68917 CDC37 RS16845 WP 096623378.1 GYEVCRRLKSDPKTQNVPVVMCSSKGEEFDRYWGMKQGADAYIAKPFQPTELVGTVKQLLRG....................... 121
NTDB id 1417 SGL RS04200 WP 014407071.1 GYEVCRRIKSDPKTKNVPVIMCSSKGEEFDRFWGMRQGADAYIAKPFQPMELVGTIKQLLRN....................... 121
NTDB id 1047 H0N27 RS03110 WP 000389061.1 GYQTCALIKNSQNYQNIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS....................... 127
consensus !*** * ** * *!******* **** ** *!** !**!!** **** ** ***

logo

N
D
F
L
E
Q
S

E
I
E
L
V

A
P
P
D
T
A
F
I
YVRASKNKPRYGETLELVDELTHREFELLHSYTHVLLAI

S
T

I
H
D
T
D
G
S
QVI

M
V
TREMHLSLMETFKKADYHTETARDGQDAVWEGKYLDKYSFGLPCDLVI

R
L
T
C
VDI

V
E
T
M
V
PR

NTDB id 1419 SGL RS12550 WP 010873252.1 NFSEEAPTIVRSNPGTL.....R.....STVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLILCDIEMPR 1018
NTDB id 413 AAK55817.1 141..845( ) DLEIVPDAYVAKKYGEELDLTHREFELLYHLASHTGQVITREHLLET................VWGYDYFG...DVRTVDVTV.. 203
NTDB id 374 SMU RS06885 WP 002262930.1 DLQILPDAFVAKKRGTEVELTHREFELLHHLATHTGQVMTREHLLET................VWGYDYFG...DVRTVDVTV.. 204
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ..................................................................................... 1506
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ..................................................................................... 121
NTDB id 1417 SGL RS04200 WP 014407071.1 ..................................................................................... 121
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ..................................................................................... 127
consensus



<0

logo

MNGL
R
E
RLLRERKIQEEDDTPNSLRSR IPVEAYMI ILTSRGAQKMQRMAAEKRGRAGKVGYFYVMRKNPSNYADI EETLLEASQRL IRGEVLLDLAALSADE

NTDB id 1419 SGL RS12550 WP 010873252.1 MNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLLDLAALSADE 1095
NTDB id 413 AAK55817.1 141..845( ) ...RRLREKIEDTPSR...PEYILT.............RRGVGYYMRNNA*.......................... 234
NTDB id 374 SMU RS06885 WP 002262930.1 ...RRLREKIEDTPSR...PEYILT.............RRGVGYYMKSYD........................... 235
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ............................................................................. 1506
NTDB id 68917 CDC37 RS16845 WP 096623378.1 ............................................................................. 121
NTDB id 1417 SGL RS04200 WP 014407071.1 ............................................................................. 121
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ............................................................................. 127
consensus

X non conserved

X similar

X ≥ 50% conserved


