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NTDB id 68910 CDC37 RS05930 WP 096620928.1 MSKSRSIYVCTECGYESPQWFGRCPACGTYNSLEEEITIQSSTDVPSRGVGRWHGESTNSKKSNKPPKPRASLKFDQISDRQVTR 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAA....FSHSV....QTVQK.....PSPITSIETSEEPR 72
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE.......KTK.....PMKLAEVTSINVNR 69
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE.......KTK.....PMKLAEVTSINVNR 69
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE.......KTK.....PMKLAEVTSINVNR 69
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE.......KTK.....PMKLAEVTSINVNR 69
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE.......KTK.....PMKLAEVTSINVNR 69
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE.......KTK.....PMKLAEVTSINVNR 69
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NTDB id 279 KZH43 RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............. 140
NTDB id 238 SPD RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............. 140
NTDB id 204 SPR RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............. 140
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NTDB id 68910 CDC37 RS05930 WP 096620928.1 KNSVQINQLEEDDGQEPKNPTIESLDSDLYVLPETDLEEILREVDSLKPNLTVIDSIQTVFFPSLTSAPGSVAQVRECTAALMKV 254
NTDB id 125 BSU 00870 NP 387968.1 .........................NPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKI 204
NTDB id 279 KZH43 RS00140 WP 074017595.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQL 200
NTDB id 238 SPD RS00140 WP 074017595.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQL 200
NTDB id 204 SPR RS00140 WP 074017595.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQL 200
NTDB id 169 SP RS00155 WP 074017595.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQL 200
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQL 200
NTDB id 509 SM12261 RS00130 WP 078228442.1 .........................DSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQL 200
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NTDB id 68910 CDC37 RS05930 WP 096620928.1 DPAPGSAIVVACEGTRPIVVELQALVSPTSYPSPRRSTTGVDYNRLMQILAVLEKRVGIPMSKLDAYVASSGGLNVEEPAVDLGV 424
NTDB id 125 BSU 00870 NP 387968.1 AGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAI 374
NTDB id 279 KZH43 RS00140 WP 074017595.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 238 SPD RS00140 WP 074017595.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 204 SPR RS00140 WP 074017595.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 169 SP RS00155 WP 074017595.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 537 SMSK321 RS07120 WP 080550752.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 509 SM12261 RS00130 WP 078228442.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
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NTDB id 68910 CDC37 RS05930 WP 096620928.1 AIALVASFRDRIVDSSTVLIGEVSLGGQVRPVSQMELRLKEAAKLGFKRAIVPKGQKFPK...LDIEITPVSKVIDAIIAAIPQQ 506
NTDB id 125 BSU 00870 NP 387968.1 VISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG. 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 238 SPD RS00140 WP 074017595.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 204 SPR RS00140 WP 074017595.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 169 SP RS00155 WP 074017595.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA.. 453
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