
logo MF
I
K
S
R
S
F
L
N
T
K
SLFAGKRKSSQSGTVGI

LE I
L
S
TPERVNLVACQLRTKSQGRQGSLYKLERAKFIGSHSAPS IVPEGI

VFEENGKQIAVDPSPALMAEKI IQEQLLSTENGKIKNATKSHQVAI STAGV
NTDB id 68907 CDC37 RS01655 WP 096625809.1 MIKSLNKLFAKSSQTVGIELSPERVNLACLRKQRQGLKLEAISSAPVPEGVFENGQIADPPAMAKIIQQLLTENKIKASHVISGV 85
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQVATAV 85
consensus ! !!** ! !!*!**!!!!!*!*! ! ! !! *!**!!!*!! ! ! !*!!*! !!! !!*!! ! *! **!
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NTDB id 68907 CDC37 RS01655 WP 096625809.1 PGRESIVRLIPVPAELDDQELREMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVQVLLVGTRKDIVDTYIRTFEQVGLQ 170
NTDB id 1411 SGL RS10685 WP 010872897.1 PMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSYLDTFQQAGLQ 170
consensus ! !! !*!**!!!!!!!**!!!*!!!!!!!*!!!!!!!!! !*!!!!!! ! !!!!!!!!!!!!!*!!*** !*!* !! ! !!!

logo VDKAVLE INSFAL IRTIREQLRQFGPSQREAAVVLVDI EFDSTE IA I IVDNGVPQFSRTVP IGTYQMQNTALSRAMNSLPPSRDNI
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NTDB id 68907 CDC37 RS01655 WP 096625809.1 VKALEINSFALIRTIREQLRQFGPQEAVVLVDIEFDSTEIAIIVNGVPQFSRTVPIGTYQMQTALSRAMSLPPSRDIDLLLGMTI 255
NTDB id 1411 SGL RS10685 WP 010872897.1 VDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMNLPPSRNPEILQGMTI 255
consensus ! !!!!!!!!!!!!!!!!!!!!* !! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!! !!!!! ***! !!!!

logo PAVTQSFMDGTGMKSTGQGQTAVNPGMANALMMRVLMGELTDELRRS IDNFYLNQSEENLELVAVQI
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NTDB id 68907 CDC37 RS01655 WP 096625809.1 PATSMDGGKTGQTAVNPGMAAMMRVLGELTDELRRSIDFYLNQSENLEVAQIFLAGSGGGIAQLDEFFTQRLSLPTTQIDPVSAL 340
NTDB id 1411 SGL RS10685 WP 010872897.1 PVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLDEYFTQRLSIPTVKIDPFEAL 340
consensus ! ! ! ! !!!!!!! !*!!!*!!!!!!!!!!! !!!!!!! !!* !* !!!*!!!* !!!!*!!!!!!*!! !!! !!
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NTDB id 68907 CDC37 RS01655 WP 096625809.1 SLQIDEEKFSPVQRPGLGIVLGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 AIDTD.QNFSDIERPSLATVLGLGIREA 367
consensus * !* !!** !! !* !!!!!*!!
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X ≥ 50% conserved


