
logo MSEQLTLQTACMASESTEQS IDQAVPLSDMNTDNTVAAQSCTVNQTAHSTPAKSTSEKINLMLDNLTNRQEQMREFLFAEMGEKPFRADQVLMKWMIYHYFCGYEDDNFEDQNMS
T
D
NINKGV

NTDB id 68894 ACKTTO RS15310 WP 033849890.1 MSEQLLTASTSIDAVPLSDNTVQTTAPATSKINLLDLNRQQMREFFAEMGEKPFRADQVMKWMYHYCYDDFEQMTDINKG 80
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MSEQTQTCASEIQA.....MNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMSNINKV 75
NTDB id 1392 A4U84 RS02730 WP 010786053.1 .......MSEQIQA.....TDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKV 68
consensus **** * ** !*! * * ****!!!!**!*!!*!!!*!!!!!!!!!!!!!*!!!*!!***!*!**!**!!!*

logo LRAEKLQKQRVIAE IRKAPEVSAEVEQRSASVDGTIKWAI
M
K
Q
WVGDQQVI ETVYIPEDADRATLCVSSQVGCALEACTKFCSTAQQGFNRNLRSTVS

NTDB id 68894 ACKTTO RS15310 WP 033849890.1 LRAKLQRVAEIRAPEVAEEQRSVDGTIKWAIKVGDQQVETVYIPEADRATLCVSSQVGCALECKFCSTAQQGFNRNLRVS 160
NTDB id 1457 ASU2 RS00455 WP 014990913.1 LREKLKQIAEIKAPEVSVEQRSSDGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVS 155
NTDB id 1392 A4U84 RS02730 WP 010786053.1 LREKLKRIAEIKAPEVAVEQRSADGTIKWAMWVGDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVS 148
consensus !!*!!***!!!*!!!!**!!!! !!!!!!!* !!!!!*!!!!!!!*!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!*!!

logo E I IGQVWRAASKI IGSNLFKGSVTGI
T
VRP ITNVVMMGMGEPLLNMLNNVVIPAMDE IMMLDDFGAFYGLSKRRVTLSTASGVVPALDI
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NTDB id 68894 ACKTTO RS15310 WP 033849890.1 EIIGQVWRAAKIIGSLKSTGTRPITNVVMMGMGEPLLNLNNVVPAMDIMMDDFGFGLSKRRVTLSTSGVVPALDKLGDMI 240
NTDB id 1457 ASU2 RS00455 WP 014990913.1 EIIGQVWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKI 235
NTDB id 1392 A4U84 RS02730 WP 010786053.1 EIIGQVWRASKIIGNFGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQI 228
consensus !!!!!!!!!*!!!!****!!*!!!!!!!!!!!!!!!!!*!!!*!!!*!!*!!!**!!!!!!!!!!!*!!!!!!!**** !

logo DVALAI SLHAPTNDDE I
LRNDELI IMVPLINRKKYNI EKTMF

L
I
L
M

A
D
A
SVHNRRKYLDEKVSKNANGHGRKVTVI EYVLMLSDHI

VNDDGSVTEQHAHQLADECVLKDNTPSCKI
NTDB id 68894 ACKTTO RS15310 WP 033849890.1 DVALAISLHAPTDDIRDEIVPINRKYNIETFLAAVRRYLDKSKANGGRVTVEYVMLDHINDSTEQAHQLAECLKDTPCKI 320
NTDB id 1457 ASU2 RS00455 WP 014990913.1 DVALAISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKI 315
NTDB id 1392 A4U84 RS02730 WP 010786053.1 DVALAISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKI 308
consensus !!!!!!!!!!!*!**!*!**!*!*!!!!******! *!!**!*!!*!*!!*!!!*!*!*!! *!*!!!!!**!!*!!*!!

logo NL IPWNPFPGEAPYAGRKSSNTSR I
VDRFSQKVTLMEYGFTTVTIVRKTRGDDIDAACGQLAGEDVIDRTKRTFLMKEKKRMKAFGKEPGIA I
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NTDB id 68894 ACKTTO RS15310 WP 033849890.1 NLIPWNPFPGAPYGRSSNSRVDRFSKVLMEYGFTTIVRKTRGDDIDAACGQLAGEVIDRTKRTLKKKMAGEPIAIKTV 398
NTDB id 1457 ASU2 RS00455 WP 014990913.1 NLIPWNPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 NLIPWNPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ 386
consensus !!!!!!!!!*!!!**!!!*!*!!!*!*!!!!!!!**!!!!!!!!!!!!!!!!!!*!!!!!!!!**!***!**!!***

X non conserved

X similar

X ≥ 50% conserved


