logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1252 GCO85 RS07730 WP 011213805.1
68845 CFK21 RS12930 WP 096367047.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1252 GCO85 RSO7730 WP 011213805.1
68845 CFK21 RS12930 WP 096367047.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1252 GC085 RSO7730 WP 011213805.1
68845 CFK21 RS12930 WP 096367047.1
1198 PSJM300 03950 AFN76868.1

consensus

&éém FSLS QKqE%YA EA Rsﬁ SK EAP AVNLgkeﬁggt>ARHlt éﬁYEEKEKS#FEEVR. EngﬁlTQﬁ

SO =<k

I
.............. PVMQ W EAEDLRTAARLLRDRG FMAESEPGKGEBOAEVRIPALERGPGLK

WWNSANGGFSLF
JWESYNGGF SLF

KKEKRJFIEAGRHS A SDJAL\YN{€3oM SINFMEEELSIK KIMAIMR{EIIRPLQMTHRVE . . . . . .. ..

e QBK NMR ‘ WGSISFI.....
A
KKEKRFI .........

...... EGHDRISGNKE e
...... EG DR[NGEIKE e

DHMMV%MLJaﬁW&w%M%LJ

D WNIF RQLATM
DITIMTRQLATM
DITIFTRQ ATM
DIT FTRQL TM
DIT FTRQL TM

DIMIFTRQLATM
DITIFTRQLATM
DIT F RQLATM ERGH L |3 LIKHPRYF AL CNLV
DIWNIFTRQLATM VE G JLIALIKHP|RY FDIXLFCNLV

DIl FTRQ ATM
1 kokok [ [ kD okokokok |okokokokokok kokok kokokkk  kk okokokok |k kokkkk x| kkk Pxxx D k1 |

%Mﬂ@MMWW%MMMQWWlWMﬂM

RLATY EX Q

RLATY EX LPAFTQ V
LD LAMYKEK LPRIAT Qv
LD LAMYKEK AT QEV

LDR AYYKEK LPAFTQ V
LDR AMYKEK LPAFTQ V
LD ATYKEKHEN
LD ATYKEK EHEL
LDR ATYKEK EREL
sokokokokok Dkokok | Dskok skk Dokokok Dk LIk | [ * % % k k11 skokokok sk Dok | Dokok Dokokokok sk Dokokokok ok ok

144
148
147
150
150
149
149
147
147
146

224
228
227
230
230
229
229
227
227
226



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113
1016
1059
1252

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113
1016
1059
1252

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113
1016
1059
1252

consensus

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219.
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1
GCO85 RS0O7730 WP 011213805.1
68845 CFK21 RS12930 WP 096367047.1
1198 PSJM300 03950 AFN76868.1

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAAB5695.1 219.
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1
GC085 RSO7730 WP 011213805.1
68845 CFK21 RS12930 WP 096367047.1
1198 PSJM300 03950 AFN76868.1

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219.
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1
GC085 RSO7730 WP 011213805.1
68845 CFK21 RS12930 WP 096367047.1
1198 PSJM300 03950 AFN76868.1

.1451( )

.1451( )

.1451( )

* % ok % ok % ok % * % %

iATE 5 VAg QQ ¥%A

/\/\KJL\é i (‘)4

)& BE&,DBH

NIFE=E A RAY S

kkkkk |k

A TE&F

[ L e R LTI et

PI G

PIGDI CRTIRA TIREAAGVPLVDYLDSTAGARGN
PIPGDI RTATIMFAAGVPLVDYLDSTAGAEGN

LPI GD |JKAMIAR SRTLAT FAAGVPL DALRSTAGATNE YE
LPIEGD |JKABIAR SRTLAT FAAGVPL DAL STAGATRN
LP GEILIKAITARF RTL [ FAAG PLV AL[ES[JAGATGN
LPI GDILWKAITAR RTL TJFAAGVPLV ALDSIYAGATGNE YH

ko dokk Dk ok Daokok | Dxok

) Sl e Lok el s bl

QMVNIIGEESG
QMVMIGEESG

| oskoskoskokokok | oskokok * [

QMVAIGEESGALD MLKVAJ] YEREVDEAVD
QMVAIGEESGALDEMLINKVARy YERIEVDNAVD
QMVAIGEESGAL IMMLEKVA FYEIMEV NAVD
QMVAIGEE G LDEWMLEKVA FYEWNEVD AVD

oA M s

VGGLVEAMYLPIF LSV [
L AMYLP F LG
WL AMYLP F LGN

AMYLPIF
AMYLPIF
AMYLPIF]S
AMYLPIF
AMYLPIF
Paskokokok Do 1 1k |

X non conserved
B similar

>50% conserved

406
408
407
410
410
408
408
406
406
405

QMAIGEESGALD MLEKVARFYEMEVDNEVD
Dok D LD Dok Dok D1 Dok Dok DD DL okok Dok Lok ko D Lokrokokor 1 |

303
308
307
310
310
309
309
307
307
306

383
387
386
389
389
388
388
386
386
385



