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NTDB id 68826 PMEL RS07050 WP 120174675.1 MAKDKIAFVCSNCGQESTKWIGKCPNCGQWNTFKEFRIAADTGSQAARNAATTLRNAASGGSVSALANKPQRLRDISSHDDPRID 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR..........AAFSHS.VQTVQKPSPITSIETSEEPRVK 74
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSINVNRTK 71
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSINVNRTK 71
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSINVNRTK 71
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSINVNRTK 71
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSINVNRTK 71
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSINVNRTK 71
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NTDB id 68826 PMEL RS07050 WP 120174675.1 MHDSELNRVLGGGLVPGSIVLLGGEPGIGKSTLTLQTILHM...TQRVLYVSGEESPHQIKMRAERISKDISENIIILSETSLEH 167
NTDB id 125 BSU 00870 NP 387968.1 TQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGI.NNPSLHVLSETDMEY 158
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD.IDSEFYLYAETNMQS 154
NTDB id 509 SM12261 RS00130 WP 078228442.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD.IDSEFYLYAETNMQS 154
NTDB id 279 KZH43 RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD.IDSEFYLYAETNMQS 154
NTDB id 238 SPD RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD.IDSEFYLYAETNMQS 154
NTDB id 204 SPR RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD.IDSEFYLYAETNMQS 154
NTDB id 169 SP RS00155 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD.IDSEFYLYAETNMQS 154
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NTDB id 68826 PMEL RS07050 WP 120174675.1 IFEHIRDVQPELIVIDSIQTISTEDVDSSPGSITQVRECASALLRFAKTSGVPVILIGHINKEGSIAGPKILEHIVDTVIQFEGD 252
NTDB id 125 BSU 00870 NP 387968.1 ISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGE 243
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGE 239
NTDB id 509 SM12261 RS00130 WP 078228442.1 VRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGE 239
NTDB id 279 KZH43 RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGE 239
NTDB id 238 SPD RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGE 239
NTDB id 204 SPR RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGE 239
NTDB id 169 SP RS00155 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGE 239
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NTDB id 68826 PMEL RS07050 WP 120174675.1 QHYMYRILRSIKNRFGSTSELGIYEMEQQGLREVSNPSELLLTEDHEGLSGVAISSTIEGARPFLVETQALVSSAAYGTPQRSAT 337
NTDB id 125 BSU 00870 NP 387968.1 RHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMAT 328
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTT 324
NTDB id 509 SM12261 RS00130 WP 078228442.1 RHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTT 324
NTDB id 279 KZH43 RS00140 WP 074017595.1 RHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTT 324
NTDB id 238 SPD RS00140 WP 074017595.1 RHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTT 324
NTDB id 204 SPR RS00140 WP 074017595.1 RHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTT 324
NTDB id 169 SP RS00155 WP 074017595.1 RHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTT 324
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NTDB id 68826 PMEL RS07050 WP 120174675.1 GFDQRRLNMLLAVLEKRVGFKLMQKDVFLNIAGGLRVTDMAMDLSVIAAVLSSNVDTPIEQGWCMCGEVGLSGEVRPISRIEQRI 422
NTDB id 125 BSU 00870 NP 387968.1 GIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRV 413
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRI 409
NTDB id 509 SM12261 RS00130 WP 078228442.1 GLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRI 409
NTDB id 279 KZH43 RS00140 WP 074017595.1 GLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRI 409
NTDB id 238 SPD RS00140 WP 074017595.1 GLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRI 409
NTDB id 204 SPR RS00140 WP 074017595.1 GLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRI 409
NTDB id 169 SP RS00155 WP 074017595.1 GLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRI 409
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NTDB id 68826 PMEL RS07050 WP 120174675.1 AEAEKLGFSHIIIPKYNLSGLTGKYNIQLHPVRKVEEALRALFG. 466
NTDB id 125 BSU 00870 NP 387968.1 KEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 NEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 NEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 NEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 NEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 NEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
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