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NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKKTQVMPVFAYEGVDRKGIKLKGELPARNMALAKVTLRKQGITIRTIREKRKNIFE....GLLKKKVKPLDIAIFTR 76
NTDB id 68822 ABWW09 RS06355 WP 353299912.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPLLERGPGLKDLAIFSR 72
NTDB id 1029 TT RS02230 WP 011228203.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLAIFSR 72
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 QLATMMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFCSLIESGEQSGSLEIMLDRV 156
NTDB id 68822 ABWW09 RS06355 WP 353299912.1 QLATMLGAGLTLLQALAILEKQTENKKFREILKQVRTDIEGGMAFSEALAKH.KLFSRLYVNLVRAGETSGGLDLILDRL 151
NTDB id 1029 TT RS02230 WP 011228203.1 QLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKH.KIFSRLYVNLVRAGETSGGLDLILDRL 151
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 AVYKEKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPAFTQLVVNMSNWMQDYWFILILVIG 236
NTDB id 68822 ABWW09 RS06355 WP 353299912.1 ASFLEKELELRGKIRSAMTYPVIVFIFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLAV 231
NTDB id 1029 TT RS02230 WP 011228203.1 ASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLAV 231
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 AAIAGFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLIDALASTAGATNNTVYEQAVLKIR 316
NTDB id 68822 ABWW09 RS06355 WP 353299912.1 ALFFAY.RWYYGTPQGRKVIDRIKLRVPVFGNLNRKTAVARFSRTLALLLQSGVNIVESLDITKGTAGNVVVEEIVEAAK 310
NTDB id 1029 TT RS02230 WP 011228203.1 ALFFAY.RWYYGTPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAAK 310
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 EDVSTGQQLNFAMR.VSNRFPTMAIQMVAIGEESGALDEMLDKVANYYESEVDHAVDGLTSMMEPLIMAILGILVGGLVI 395
NTDB id 68822 ABWW09 RS06355 WP 353299912.1 GRIRQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTLLSKIADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVA 390
NTDB id 1029 TT RS02230 WP 011228203.1 LKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVA 390
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIFQMGSVV... 408
NTDB id 68822 ABWW09 RS06355 WP 353299912.1 GMFLPLFKIIGTLSVQ 406
NTDB id 1029 TT RS02230 WP 011228203.1 GMFLPLFKIIGTLSVQ 406
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