
logo

MKRNQSHKGVI LFI SARRIQFLGIS ILMAGLTALIVSAYIASAMLI FSMALMQPVAYALSLKAADQANVADS IMLEITKSNLIVDKVPVALMANPQI
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
K
D
R
L
F
V
M
QFDSNEKGLPVLPAKPQALQPRAQGSAFYTIQI

T
L
Q
E
K
N
QPAPSR I

L
A
V
I LDLFPIDGSKVTAGDQNMQGQKI

M
L
A
G
K
P

K
T
Q
S

DQ
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 68820 PDPUS RS14530 WP 371332465.1 ................................................................................ 0
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...........................................................................M.... 1
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...........................................................................M.... 1
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .........................................................................MKM.... 3
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLGT.. 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLAK.. 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLKQ.. 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLKQ.. 77
consensus * * * * * * * * * * * * * * * * ****** *

logo

K
S
L
N
K
T

R
K
I
E
P
S
T

L
I
V
S
T
A
Q

V
L
T
G
N
N
S
E
T
L
A
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
K
G
D
K
Q
DRATSVKRHVANLVTGI IMVLENLDTKLDRTLMASTLPSVGRYASKFVYSTLSAGTLTQSRGTVLAWEFQLGRTSNCINTVLLYFWFIVGVLSMVKLALIVCGNLASCNI

P
S
W
G
A
P
K
Q
A
T
S
G
L
T
N
S
G
A
D
N
S

I
S
T
K
L
M

S
F
V
A
E
S
N
T
S
APVKASPAVLAPATVSYASKVAEQSAPVAIFKIAPVFTKANSGPQAMYVE

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVY.SLVLNGKSNDLFENS............KEVFITNQV 145
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIY.SLVLNGKSNDLFENS............KEVFITNQV 145
NTDB id 68820 PDPUS RS14530 WP 371332465.1 .........................M..KRMLSV.SLGWQRCWVVMLCCW..LGIS................QAAIAAGM 34
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ......................KNGL..KT..YV.AQTWLTLWVGLALCA..SSMV....................FSAE 32
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ......................KNGL..KT..YV.AQTWLTLWVGLALCA..SSMV....................FSAE 32
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ......................RHGL..TLTPRK.LTGLFSLWFSLLLAP.....F....................VAAE 33
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVAT..SA....... 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS....... 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS....... 138
consensus * * * * * * ** *** ********* * ** *

logo

E
N
P
S
V
I
P
V
N
A
P
V
T
A
Q

G
N
Q
S
A
K
P

R
H
Q
N
A
S
E
G
Q

V
L
I
G
R
T
E
S
K

D
S
R
N
L
IGDFKQRTGVRDINGANSEKDREKQQKGDRAGEAGNRLVI

L
V
T
I
L
V
I
V
Q
E
D
V
L
Q
V
L
A
S

K
D
G
S

S
T
P
A
Q
T
G
S
N

L
S
I
A
T

I
L
S
V
P
P
I
VDMIVKRTQEKRQSQVQGGEKSQEGKI

V
L
H
R
S
V
L
V
I
E
N
D
R

I
T
L
F
A
F
P
I
L
D
G
K
N

I
T
A
Q
S
D
K
L
V
I
A
K
P
L
T
D
A
N
H
D
M
Q
K
L
R
M
A
L
V
K
R
Y
V
L
R
Y
LNDTVTVNSKDFHSASTVPVARSEQFISVINTDESTMAVSQYFAQNRQTEKDSTKEGDGPSKGNRTKSVSVGT

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 68820 PDPUS RS14530 WP 371332465.1 NIVNNQITDLDFKRDNRGRGVLTVQLAKPQSLVDMRRSGKQLHIDIFDTAIKDDMLYVLDVVDFATVVRSIETFRTEKGS 114
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTT 113
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus * * * ***!** ********* * **!***** **** * ***** ******* !!***! ******* *



logo

K
S
Q
R
V

M
I
L
I
S
V
T
A
L
V
I
E
N
Y
L
T
Q

I
M
P
V
S
A
T
K
D
S

E
G
L
V
E
D
S

F
Y
S
D
G
Q
E

H
Y
L
F
M
D
A
V
Y
Q
R
T
Y
L
Q
T
V
A
K

D
N
E
G
R
S
K
N
Q
R
K
Y

F
L
M
E
T
I
V
K
D
V
S
I
V
L
G
N
F
S
K
A
K
P
R

K
M
P
L
Q
T
K
K
T
D
A
D
N
E
K

D
T
V
N
E
A
S
I
K
A
E
S
P
V
R

L
R
Q
T
AKNP

R
K
S
A

D
S
L
P
K
Q
L
Y
K
D
G
N
S
K
I
N
T
V
K

F
I
P
L
Q

A
D
E
V
N

F
K
Y
K
S
E
TGENKPRLKLI S ILDNFQNDVIDSEP I

VRSARNVLQLVILAEDYFNTNQDGLFINLMVTAVASDKTSV
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQ..AKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQ..AKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 68820 PDPUS RS14530 WP 371332465.1 KLILNMAGVFDYDYQLKGSRLEVVLNAKKKKTSSTAKAKQGKIDYKGKPISINFQDVPVRNVLQLVAEYNDFNLVVSDTV 194
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKP...KPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSV 189
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKP...KPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSV 189
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKA...PDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSV 190
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAER..RKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTV 314
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RL..NSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSV 295
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VT..SLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VT..SLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
consensus *** * ***** ** *** * * ** *** * **!***!**!!** *! !!!!*!*****!*!**!*!

logo

E
V
QGDNVLITLHRLQNKDNGDI

VPWPQDQVALDLIVI LTKQSVTQKNGLDKRKVRLQKDNGSNVLVMIWLVIDATPAVKDESASE I
M
L
A
I
D
A
T
L
K
N
S
A
M
RERKEDEQAQEMALEKSKAI

K
A
V
Q

K
Q
A
R

K
T
L
Q

A
E
I
S

A
D
K
T
V
EE
K
I
LEGAESDP I

L
S
K
Q
R
R
T
S
D
E
I
Y
L I LKQVLIKNFYAKSAGSADI EMADEAGKV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 68820 PDPUS RS14530 WP 371332465.1 QGNVTLRLDDVPWPQVLDIILQSKGLDKRVQGSVVLIAPKSELATNERQEMEAKRKEDELASLRSELIQINYAKSGDIAD 274
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAA 269
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAA 269
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAE 270
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAK 394
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEK 375
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
consensus *!**!!*! **!!*!*!!**! ***!!!!* !*!****** **** !**** * * * ********!****!!**!!*

logo

M
L
F
L
I
L
N
Q
G
K
T

G
S
D
Q
T
V
G
K
R
T
S
E
D
S
K
G
N

D
G
S
Q
N
G
S
G
T
N
Q
S
G
E
N
L
G
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNSNVI

N
G
V

T
N
S
K
M
L
E
L
G
S
G
Q
E
D
PRGKTSLMIHTSLQIVDPADERTNASTI

L
W
L
I
A
I
K
Y
Q
N
R

Q
E
D
I
P
L
T
Q
S
A
G
P
D
T
E
Q

R
K
N
S

L
IAEDSEQVLVI ERRKELMIVI STKDEALQSLDVIQPVRK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIKD..KQ.............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIKD..KQ.............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 68820 PDPUS RS14530 WP 371332465.1 LLLGTKDG.............................VSMLSQRGSLHVDERTNAIIIKDIPESIDSIEEIITALDIPVK 325
NTDB id 1186 GTF74 RS01320 WP 000788426.1 MIG.GEGN.............................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVK 319
NTDB id 1175 A1552VC RS12105 WP 000788426.1 MIG.GEGN.............................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVK 319
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MIN.GEGN.............................ISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVK 320
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LFQSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVR 448
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVK 446
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
consensus ** * * *****!!****!*!!!******* * ** ****** !!**!*



logo QVLMQVI EAR IVERTI
A
V
D
K
N
S
T

V
K
T
E
D
S
G
D
Y
N
F
D
I
M
L
T
S

D
E
Q
K
S
D
E
M
I
LG I

V
K
RWGFGIVATVMSLNYRSHIPTQKTGNHIGNTSQTWNHTNSGSNNL IVLSVGYGTGSKLSIDENSTGATNNL IAWGSTQNSIKLKRGDNELEYPLGAKDDGGMGNACESKRNDGPEDITDTAPGSAGCGSNYDDSEKTVAFVYPTTITGTGSTEP I

K
L
R
V

S
E
P
D
P
E
R
D
S
R
N
F
P
L
F
NLVNDL

NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTH......LSGTLEGAN....EL...ARG.TAPANVV.....PLERRLNLDL 493
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTH......LSGTLEGAN....EL...ARG.TAPANVV.....PLERRLNLDL 493
NTDB id 68820 PDPUS RS14530 WP 371332465.1 QVQIEARIVTVDEGDIDELGVRWGVVNQNGSTT...IGGSIEGNLASSGLLG..........DDA.....TVDDFLNVNL 387
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS...VGGSIESNLWQKGLLAD.........DEF.....PVDEFLNVNL 382
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS...VGGSIESNLWQKGLLAD.........DEF.....PVDEFLNVNL 382
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVQIEARIVTINEGNMDELGVRWGFTSINGSHT...VGGSIENNLATIGLYDGGGEG.DDGGSSV.....GIDDFLNVNL 391
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDL 523
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDL 515
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDL 528
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDL 528
consensus !!**!!!!! ** *** **!**!!*** ** * * ********** ** * * *** ****!

logo

A
G
S
V
A
A
I
K
V
S
T
PLTDGN

T
S

T
P
A
G
T
N
T
P
A
T
A
G
S
G
SVIGAI

F
A
G
Q

F
V
L
I
A
S
K
T
M
L
D
N
S
G
N
S
D
D
G
N
F
T
I
I
M
LLDLQELSAMLEQKQNSATDESGNRYKGAELVIVI SQTSPKRVLVMI STSATDNQKEKQKAPTAVKYVI LAEKSTQGSVEQTQEVIPYLQSESTAASTNSSAGAGSTVSATASTTVDTAS

NTDB id 1257 GCO85 RS04855 WP 163621000.1 AAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVA 570
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVA 570
NTDB id 68820 PDPUS RS14530 WP 371332465.1 GAI...TPGASSIAFQVAKLGD.ILLDLELSALQAESKAEIISSPRLVTTNKKAAYIEQGTEIPYLEAASSGA...VSVD 460
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AST...SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVA 456
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AST...SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVA 456
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AAT...SPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TSVT 465
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GAK...DA.TSGIGIGFI.TDN.IILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTS 594
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVT...TTGASSIAFGLISLSD.FMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTS 591
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVS...NP.AGSIAFGLISMSD.FMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTS 603
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVS...NP.AGSIAFGLISMSD.FMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTS 603
consensus *** ** *********** * *!!!*!!!** ****!**!*!******** ! ***!***!!*****!*! ****

logo FKDEKAALVLSLMENKVTPNSQITPDDNGRKLI IQLVVLMEKDVLKLNDQS IVANSTNKQDAKTRS IRVPDNASGQSYGPEVQTNYATVMALQVFPKLNTGEVTALPGEAVPSIALI IDNKTKNQTNERVIQGNATKQNI
VLVDNDNGQETI

V
I
V
I
LGGVIYFSKEQNHQEQDSTQVKITSTMNKNAVS IQVERNDTRKI

V
NTDB id 1257 GCO85 RS04855 WP 163621000.1 FKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQT.FLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRI 646
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQT.FLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRI 646
NTDB id 68820 PDPUS RS14530 WP 371332465.1 FKKAVLSLMVTPQITPDDKLVLDLLVTQDKVGETV.VTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIYQHQVNNSVRKV 539
NTDB id 1186 GTF74 RS01320 WP 000788426.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETV.KTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKV 535
NTDB id 1175 A1552VC RS12105 WP 000788426.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETV.KTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKV 535
NTDB id 1408 DSB67 RS13980 WP 010643500.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVV.KTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKV 544
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKV 671
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEA...ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKV 667
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKV 679
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKV 679
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logo PLFFLGEDI
LPGLYVLVGVIARLFKSRHNKRKSRDTALTQVYQVIEKENQSTEVLDMARDKGNKRENQSELLVI FLIVTPKRVIMIV I

T
N
D
N
Q

Q
A
T
A
I
L
I
V
A
S

A
G
I
R

I
T
N
G
T
H
R
I EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 PFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 68820 PDPUS RS14530 WP 371332465.1 PLLGDIPGLGVLFRHKLQEMGKRELLIFVTPKIITQ................ 575
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus !**!**!**! !!** **** !!!*!*!!*** * *
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X ≥ 50% conserved


