
logo ML
INRVVL IVGRLTKRDPVDELRYTPQSNSGVAAVAGTFTSMLAVNRTQFTNQANSGDEREADF INACVTIWRRKAQSAENVFANFLTGKKGASLAVAGVEDGRLQTRNYENNQ

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 68618 CCX79 RS00715 WP 002815494.1 MINRVVLIGRLTRDVELRYTQSGVAVGTFSLAVNRQFTNASGEREADFINAVIWRKAAENFANFTGKGALVAVEGRLQTRNYENN 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
consensus !*!!!!!*!!!!*!**!!!! *!*!!*!!**!!!!*!!!**!*!!!!!!!*!*!!* !!!*!!!**!!*!**!*!!!!!!!!!!*

logo

A
QGQRVFYVTEVQVAVEDSNVFQSFLLEPSKRANTEGTGSTGEKQSGRQRSSGDGQGNYAGNESGQSANFSGNGNSNGAQDYFNFGSGNSGQSQNQDHNPSFGGNDQSNGNSFNTGVDPFASASPSNQQSNTGQTNQRARSNPSQAAGSSNSNFSTANQADPNDP

NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNN...............QRRNQGNSFNDDP 155
NTDB id 68618 CCX79 RS00715 WP 002815494.1 AGQRVYVTEVVVDNFSLLESRAESEKRRSQNGSSASNNGADNFSGSNDHSFGGNDNSFNGVDPFASASSNSNTQSSASSNSAPNP 170
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQ..SNGSQQ.......SGFT......S..PQQTGNAPAANNTQADP 153
consensus *!!!!*!!!!*******!!** ** * * ** *** ** !*** **** * * * * * ****** *!

logo FAANDNSGNKQTAEP IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 FANDG.KPIDISDDDLPF 172
NTDB id 68618 CCX79 RS00715 WP 002815494.1 FAASGNTEIDISDDDLPF 188
NTDB id 624 LCA RS00040 WP 011373726.1 FANNG.QAIDISDDDLPF 170
consensus !!* ! !!!!!!!!!!
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