
logo MLTKNQLLLKVHLAAGFGPTI SELRLAAWLASTSHNWALSALE IAQIATRLPERYWPTFQASFQSTTLQRQC IDEHEVRTTYLTI LDKD
NTDB id 68596 CCX78 RS04745 WP 025015773.1 MLTKNQLLLKVHLAAGFGPISELRLAAWLATSHNWALSALEIAQITRLPERYWPTFQASFQSTTLQRQCIEHEVRTTYLTILDKD 85
NTDB id 626 LCA RS04960 WP 011374694.1 MLTKNQLLLKVHLAAGFGTISELRLAAWLSTSHNWALSALEIAQIARLPERYWPTFQASFQSTTLQRQCIDHEVRTTYLTILDKD 85
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo YPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGLTATTI I SGLAQGADAMAHEVALQRGLAP IGVIG
NTDB id 68596 CCX78 RS04745 WP 025015773.1 YPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGLTATTIISGLAQGADAMAHEVALQRGLAPIGVIG 170
NTDB id 626 LCA RS04960 WP 011374694.1 YPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGLTATTIISGLAQGADAMAHEVALQRGLAPIGVIG 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKI IAGLCHSL IVTEARHKSGSL ITANLALQANRNVYAIPGR I
NTDB id 68596 CCX78 RS04745 WP 025015773.1 TGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKIIAGLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRI 255
NTDB id 626 LCA RS04960 WP 011374694.1 TGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKIIAGLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRI 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DQSLSQGCNQL IAAGATPLLDKNI L I EELRYFD
NTDB id 68596 CCX78 RS04745 WP 025015773.1 DQSLSQGCNQLIAAGATPLLDKNILIEELRYFD 288
NTDB id 626 LCA RS04960 WP 011374694.1 DQSLSQGCNQLIAAGATPLLDKNILIEELRYFD 288
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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