
logo MMWQDYWQRYRRFWWVPCLVLLGI IATGGFYWHQSTQQKQKVTHQNEQLLATSASKI
TKPATKKTHQAATKKKGGFVDIKGAVAVYPGIY

NTDB id 68564 LEUCM RS06830 WP 226474265.1 MMWQDYWQRYRRFWWVPCLVLLGIITGGFYWHQTQQKQKVTHNEQLLATSASKIKPATKKTHQAATKKKGGFVDIKGAVAYPGIY 85
NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNEQLLATSASKTKPATKKTHQAATKKKGGFVDIKGAVVYPGIY 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo P ITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQL I IY IPKKGEVVTDQEL IQAPQQIATTSERTPQEQASTGTSANASSATSD
NTDB id 68564 LEUCM RS06830 WP 226474265.1 PITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTPEQASTGTSANASSASD 170
NTDB id 613 LCA RS05340 WP 231952379.1 PITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQEQASTGTSANASSTSD 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!

logo TAKIDLNQADSTQLQTLNGIGPKKAEQI IAYRDEQGKFKQI EDLQKVGGIGPKTFEQLQSQICVN
NTDB id 68564 LEUCM RS06830 WP 226474265.1 TAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
NTDB id 613 LCA RS05340 WP 231952379.1 TAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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