
logo MLLYL I I FYSGACCASFLTVCAWRLP I EKS I ITPRSHCDCCQQPSLAWHDLLPLFSYLYLHRGHCRTCHAQIKPTFLFSEL IGGLLA
NTDB id 68549 LEUCM RS03450 WP 025015997.1 MLLYLIIFYSGACCASFLTVCAWRLPIEKSIITPRSHCDCCQQPLAWHDLLPLFSYLYLHGHCRTCHAQIKPTFLFSELIGGLLA 85
NTDB id 623 LCA RS08810 WP 011375453.1 MLLYLIIFYSGACCASFLTVCAWRLPIEKSIITPRSHCDCCQQSLAWHDLLPLFSYLYLRGHCRTCHAQIKPTFLFSELIGGLLA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo CF I FSESLSWDLAYLLVI LFYI SLVDLFYYI LYP IPLFASLVPLFYLYWPQNHWLGAIVFCCGLLLTTYWASGFGFGDVELLTI L
NTDB id 68549 LEUCM RS03450 WP 025015997.1 CFIFSESLSWDLAYLLVILFYISLVDLFYYILYPIPLFASLVPLFYLYWPQNHWLGAIVFCCGLLLTTYWASGFGFGDVELLTIL 170
NTDB id 623 LCA RS08810 WP 011375453.1 CFIFSESLSWDLAYLLVILFYISLVDLFYYILYPIPLFASLVPLFYLYWPQNHWLGAIVFCCGLLLTTYWASGFGFGDVELLTIL 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TLWVGLESVLR I LLAACL IC I LFQGIKKIWPSPKQATRQIPF IPY I SMGVVI ILLLQTPQ
NTDB id 68549 LEUCM RS03450 WP 025015997.1 TLWVGLESVLRILLAACLICILFQGIKKIWPSPKQATRQIPFIPYISMGVVILLLQTPQ 229
NTDB id 623 LCA RS08810 WP 011375453.1 TLWVGLESVLRILLAACLICILFQGIKKIWPSPKQATRQIPFIPYISMGVVIILLQTPQ 229
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

X non conserved

X similar

X ≥ 50% conserved


