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T TF L F|§ IVVYHEFGHF FAK SGILVREFAIGMGPKIFAHMGKDGTERZYTIRILPLGGYVRMAGWG DRITEIKTG PYJS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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LTL J®@DGKV RINLS{¢ | DQTALPM VT[N DIJEDKLIJIIMGLVLIJEINKT JA\VDHDAT VEJADGTE RIAPMDVQYQNASIWG LI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

I NNF L'\'/L\/F\u RNGDTSTIL sl s bKLQA'V&NK%VTR V@é{KgALEEMSK;DS{

ERIRZVNE VNP PN A ARTAT IR H T SRR Ielea’ R DMN QRN H\YMPEYNLAKVEMAETA QT KMG S HE\UKMAY QDI T@VWIE ABMYK DK
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
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DVTEREIANGREIQY VP ENQGIHYILGV[APY K DFLSMFVGGFTTAA S IRAIL - LKL Tigsegl NKLGGP VAIERENS - jA
SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
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JQUGLI2Y Lygy® M SIN GIFNLIPIPALDGGKIVIENI EAIRRKPLIQEIE Y T AGV)j MVVLM AVTWNDIMRIRFF 418
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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