
logo MNKMKKSKRWL IAGLTAGLVVALLASGTVGAIVLLATAACCSGSQKSSNTDSTGSTTFYSGSYTVFYNSASNDPTESTFLNDYLI LTDSYNYTAGDPNTTKTSAVI
VTNLGVDGLLMENADSKYGNLTVPASLVAEDWSV

NTDB id 68366 SNAG RS08190 WP 096408324.1 MNMKKRLIGTGLV.LATGILLTACGQSNTDTSTFSSTFSANPTTFNYLLDYYADNTSVITNLVDGLLENDSYGNLTPALAEDWSV 84
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVAEDWSV 85
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDWSV 85
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDWSV 85
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logo SAQKDGLTYTYKLIRKDGAVIKWYTASDEGEEYADPNVKTAQKDFVTGI
LKYHAADGNSKGAQGAGLMIDYLVQNDS IKAGLNSDYVLTSGATTNNKDFTSTNVGVKALIDEDYTVLEQYT

NTDB id 68366 SNAG RS08190 WP 096408324.1 SADGLTYTYKLRKDAKWYTADGEEYAPVKAQDFVTGIKYAADNKGQAMDLVQNSIKGLNDYVTGATNDFTTVGVKALDDYTVEYT 169
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDYTLQYT 170
NTDB id 324 STU RS16140 WP 011226306.1 SKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEYTLQYT 170
NTDB id 292 STER RS06940 WP 011681419.1 SKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTLQYT 170
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logo LTKKRQPEPYWNSKTTNYGS ILLSFPVNEEDFLKSNKDGKEDFGTKLSTTDPNTS I LYNGPYFLLKDSFLTSAKSS I EYLTVKNPEHNYYWDHKEKKNVTHI
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NTDB id 68366 SNAG RS08190 WP 096408324.1 LTRPEPYWNSKTTNSILFPVNEEFLKSKDKEFGTL.TPNSILYNGPYLLKDFTSKSSIEYVKNPNYYDHEKVTIEKVKLAYFDGS 253
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLSYYDGS 255
NTDB id 324 STU RS16140 WP 011226306.1 LKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYDGS 255
NTDB id 292 STER RS06940 WP 011681419.1 LKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYDGS 255
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logo DQDEMATLEIVRNGFETSDGAYSTNFLAGRVFYPNTSSSNYSAKSTVKEEKKYQKDNI FVYYSTLAQPDGKATSSTW
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LLNKNDFRQSALI
NTDB id 68366 SNAG RS08190 WP 096408324.1 DQEMTIRNFESGAYTLAGVYPNSSSYAKTKEKYQDNIVYSLQDKTSWYFNFNVNRKAYNHTAKTTDEQKKSTQTAILNKNFRQAL 338
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFRQSI 340
NTDB id 324 STU RS16140 WP 011226306.1 DQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQAI 340
NTDB id 292 STER RS06940 WP 011681419.1 DQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFRQAI 340
consensus !!****!*!**!!!* !*!*!*!!*!*****!!*!!!*!************!**!**!***!!*!!**!*!!**!*!!!*!!!**

logo NFAIDRKTAYSQASQMSINGQKEDAGAASTKLGTALVRNTLLFVPPSTDFVQSVAGDKSTFGEDVLVSTSEKLMVSQSYGTDEWSGI
VNFLTADAGSQDGYLFYNKAEKAQKATKEFAEKAKEKDETALEQ

NTDB id 68366 SNAG RS08190 WP 096408324.1 NFAIDRTAYSAQSNGQEAASKTLRNTLVPPTFVQVGDKSFGEVVSSKLVQYGTEWSGINLADAQDGYFNKEKAQAKFAEAKKELE 423
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKETLQ 425
NTDB id 324 STU RS16140 WP 011226306.1 NFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDALQ 425
NTDB id 292 STER RS06940 WP 011681419.1 NFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDALQ 425
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logo AQDGVTQFP IHLDI
LPVNDQTSNSKI
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NTDB id 68366 SNAG RS08190 WP 096408324.1 AQGVTFPIHLDIPVDQTNKNAVSGMNSVKQTLETVLGSDNVVIDVQQLSTDEFGNVAFLAPNPAARDYDLN.FDGWVGDYQDPST 507
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPST 510
NTDB id 324 STU RS16140 WP 011226306.1 ADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPST 510
NTDB id 292 STER RS06940 WP 011681419.1 ADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPST 510
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logo YLDPI FNKATETDSGSFEYNLTKI
T
AFGML

G
D
Y
A
D
K
D
E
P
D
N
Q
N
E
A
L
A
I
A
K
A
S
Q
L
VGLDKTDYTDKALLDKNESADATSENTQTSDVLANAKVRYEDKRYAEQAQAWML IEDSSL IVMI SPTLTMVSGNGGATAAPASVVITSKRVL

NTDB id 68366 SNAG RS08190 WP 096408324.1 YLDPFNAEDGFYLKIFGLDAKEDQELIKSLGLDTYTKLLKEADTENQDVAKRYEKYAEAQAWMIDSSLIMST.MSNGGTASVTKV 591
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRL 595
NTDB id 324 STU RS16140 WP 011226306.1 YLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRL 595
NTDB id 292 STER RS06940 WP 011681419.1 YLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRL 595
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logo TPFTRGAYSMSLLQVGI
DKGNDSGSSNDNYFYIKYMVRKLPQKEDKPVVTKKQEFYDEEQASKRAEKWELEKESKKAKEAS INEKSAQKEDFLSENKHVK

NTDB id 68366 SNAG RS08190 WP 096408324.1 TPFTRAYSLVGIKGDGN.NYKYMRLQKDPVTKKQFDEAKAKWEEESKKAIEKSQKEFSNHVK 652
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 TPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 TPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
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X non conserved

X similar

X ≥ 50% conserved


