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CYLDGGAETGEALDKDQFVIKENNQKAKLRRQLANLRSKEEWLRKRTSYFQFLI LFMIKAGTQTSEQPQLQAS
NTDB id 68325 SNAG RS01215 WP 096405925.1 MDFEKIEQAYTYLLENVQIIQSDLATNFYDALVEQNSIYLDGETELKQVKENNQALRRLALRKEEWLKTYQFLLMKAGQTEPLQA 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !!!!!!!*!!**!!*!*!*****!*!**!!!!*!!!**!!**!******!!!!**!!*!*!*!!!!****!!***!!*!***!!*

logo NHQFTPDAS IAGLFLI LIVLLYI
L
V
LEEGLLTHNKESEQI

L
S
DI LI EMIGSGMTGI

NLGAAETFI LVTNSNLSASKKSVIDYI
L
MGVI EVDDLL IDLASASMIADVI

L
G
D
L
S
Q
S
A
V
G
HFVQGEDAVR

NTDB id 68325 SNAG RS01215 WP 096405925.1 NHQFTPDAIALLLVLIVEELLHKEEISILEMGSGMGILGATFLTSLAKKVDYLGVEVDDLLIDLAASMADVIGLQAGFVQGDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!********!*!**!****!*!*!!!*!*!**!******!**!!*!*!!!!!!!!!*!!*!!!******!!!*!!!!
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NTDB id 68325 SNAG RS01215 WP 096405925.1 PQMLKESDVVISDLPVGYYPDDAIASRYQVASSQEHTYAHHLLMEQGLKYLKSDGYAIFMAPSDLLTSPQSDLLKDWLKDEVSLA 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!**!!!!!!!*!!*!*!!*!!!!!****!!!!!!!!!!!*!!!!!**!*!!!*!!*!!!!!*!!*!!!*!!***!***
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F
NTDB id 68325 SNAG RS01215 WP 096405925.1 AIIALPEDIFSTASQAKSIFVLQKKRDKETEPFVYPLTSLQDPSVLLTFKENFQNWSKGTEI 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!*!!!*!!***!**!!!!!!*!******!*!!!!!!*!!!!*!!**!**!!**!******
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