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NTDB id 68260 CPY96 RS12870 WP 003464589.1 MKKYGVGKVAKVRSIYVCQNCGYETPKWMGKCPECNNWNTLVEEIRDTKSNQSSPKVERQ...IGELKKIKEIKSGEKERYDTGI 82
NTDB id 125 BSU 00870 NP 387968.1 ........MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQL 77
NTDB id 279 KZH43 RS00140 WP 074017595.1 ........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 238 SPD RS00140 WP 074017595.1 ........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 204 SPR RS00140 WP 074017595.1 ........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 169 SP RS00155 WP 074017595.1 ........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 509 SM12261 RS00130 WP 078228442.1 ........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
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NTDB id 68260 CPY96 RS12870 WP 003464589.1 GELNRVLGGGLVKGSLTLISGDPGIGKSTLLLQTANNISKKYGKVLYVSGEESEEQIKIRGDRLKVDAEELYIVSETNLDVIEAY 167
NTDB id 125 BSU 00870 NP 387968.1 GEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSA 162
NTDB id 279 KZH43 RS00140 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE 158
NTDB id 238 SPD RS00140 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE 158
NTDB id 204 SPR RS00140 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE 158
NTDB id 169 SP RS00155 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE 158
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE 158
NTDB id 509 SM12261 RS00130 WP 078228442.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTE 158
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QPASDF IVLVIVIDS IQTVIYMQRSESPDTEVITSSGAVPQGSVSQVKRECVSTNAAEVLMKRQI
LAKGTKNGNIPALI F IVAGHVTKQEGDSTI

LAGPRLVMLEHMVDTVLSYFEGERTHEHET
NTDB id 68260 CPY96 RS12870 WP 003464589.1 IDKLEPAFIIIDSIQTIYRETVSSAPGSVSQVKECSNAVMRIAKGKNIPLFIVAHVTKQGDLAGPRVLEHMVDTVLSFEGERTEE 252
NTDB id 125 BSU 00870 NP 387968.1 IQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHT 247
NTDB id 279 KZH43 RS00140 WP 074017595.1 VERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHT 243
NTDB id 238 SPD RS00140 WP 074017595.1 VERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHT 243
NTDB id 204 SPR RS00140 WP 074017595.1 VERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHT 243
NTDB id 169 SP RS00155 WP 074017595.1 VERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHT 243
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHT 243
NTDB id 509 SM12261 RS00130 WP 078228442.1 VERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHT 243
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NTDB id 68260 CPY96 RS12870 WP 003464589.1 FRILRTMKNRFGTTAEIGVFEMRGEGLMQVYDPSSMFLEDTSFNQEGSVVIGVMEGTRPILVEIQSLASETKAVMPRRTSVGVEN 337
NTDB id 125 BSU 00870 NP 387968.1 FRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDH 332
NTDB id 279 KZH43 RS00140 WP 074017595.1 FRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDF 328
NTDB id 238 SPD RS00140 WP 074017595.1 FRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDF 328
NTDB id 204 SPR RS00140 WP 074017595.1 FRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDF 328
NTDB id 169 SP RS00155 WP 074017595.1 FRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDF 328
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDF 328
NTDB id 509 SM12261 RS00130 WP 078228442.1 FRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDF 328
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NTDB id 68260 CPY96 RS12870 WP 003464589.1 SRLSLILAVLEKKLRVPFYNTDVYVNVVGGLEIEGTTADLGIAISLVSSVKGKAASLEKLVVVGEVGLTGEIRPISNCDRILNEA 422
NTDB id 125 BSU 00870 NP 387968.1 NRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNP.ADCFIGEVGLTGEVRRVSRIEQRVKEA 416
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNP.QECFVGELGLTGEIRRVNRIEQRINEA 412
NTDB id 238 SPD RS00140 WP 074017595.1 NRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNP.QECFVGELGLTGEIRRVNRIEQRINEA 412
NTDB id 204 SPR RS00140 WP 074017595.1 NRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNP.QECFVGELGLTGEIRRVNRIEQRINEA 412
NTDB id 169 SP RS00155 WP 074017595.1 NRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNP.QECFVGELGLTGEIRRVNRIEQRINEA 412
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNP.QECFVGELGLTGEIRRVNRIEQRINEA 412
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNP.QECFVGELGLTGEIRRVNRIEQRINEA 412
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NTDB id 68260 CPY96 RS12870 WP 003464589.1 EKMGFLNAVVPYRSLEKLKG.SKLNLIGVKTVREAIGKIF.. 461
NTDB id 125 BSU 00870 NP 387968.1 AKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 AKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 AKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 AKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 AKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 AKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
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