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FEE P REPES 5 0 AL L SRE R AL

MI MYFFLVGSILASFLGLVIDRFPEQSII[M¥ASHCDSCEITIFLRPLDLIPILSQVFNRFIICRYCKVRYPVWYAIJFELGLG
MIDMYFFLVGSILASFLGLVIDRFPEQSII[)JASHCDSCQTRL[LDLIPILSQVFNRFIEICRYCKERRYPEWYALFELGLG]
MIDMYFFLVGSILASFLGLVIDRFPEQSIISJJASHCDSCQTRLRPLDLIPILSQVFN FHCRYCKINZYPVWYALMELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF@®CRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTIYLRPLDLIPILSQVFNRFIICRYCKVRYPVWYALFELSJLG
I T T PELLLE R b bt L1011 N

[ LR s LAFDR

LLFLIA SIMGQILSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AIJeGWRL M FL LGI AHFIDIRMGAGDFL
LLFLJ\ SWGLLSLGQVILITRWGLTLGIYDMRHQEYPLLVWIRJFHL L QAYSEWNLVMVIJFL LGILAHFIDIRMGAGDFL
LLFLEYSWGELSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMV|JFLRALGILAHFIDIRMGAGDFL
LLFLLYSWiLLSLiQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL

LLFLLYSWIRLLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWRLLSLQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILTASSGWNLVMVSFLILGILAHFIDIRMGAGDFL

LLFLLYSWGQRLSLGQV LITAGLTLGIYDF HQEYPLLVWMTF@LILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
DU U bskokd ks DUDsk LD L0 L0 et Pk 0oL Lokl bbb LRt

T ASAT {AMQKKKERHV HHAA o

FLASC 219
FLASCALVFSEIATELLILIQFASATGIL FLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
FLASCALVFSIATELLILIQFASATGILAFLLQKKKERLPFVPFLLLARCVIIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLATC ITFGKLLLYV] 219

X non conserved
B similar
B >50% conserved

160
160
160
160
160
160
160



