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NTDB id 600 KW2 RS01765 WP 011675413.1 ................MATKKKTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDI 63
NTDB id 269 KZH43 RS08665 WP 001085462.1 .................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDI 62
NTDB id 228 SPD RS09265 WP 001085462.1 .................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDI 62
NTDB id 194 SPR RS08825 WP 001085462.1 .................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDI 62
NTDB id 159 SP RS09750 WP 001085462.1 .................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDI 62
NTDB id 499 SM12261 RS08315 WP 078228268.1 .................MAKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDI 62
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .................MAKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDI 62
NTDB id 453 Spy49 1753c ACI62003.1 .................MAKKLKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDI 62
NTDB id 408 SMU RS09530 WP 002262392.1 .................MAKRIKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDI 62
NTDB id 625 LCA RS02525 WP 011374196.1 ..............................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDE 49
NTDB id 115 BSU 16940 NP 389576.2 ................................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDT 47
NTDB id 1313 DR RS12030 WP 010888966.1 ..................MSKDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDL 61
NTDB id 68002 ABRG53 RS20875 WP 126389526.1 MAKNSSATANSQVDKATPIAQAANAQLAKASISPEKKKALDAIMQKIEKDHGKGSIMRLGDA.TNMRVETIPSGALPLDL 79
NTDB id 1245 Cj1673c YP 002345041.1 ...............................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDL 48
NTDB id 1211 C694 RS00795 WP 000963128.1 .............................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDL 50
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .............................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDL 50
NTDB id 1334 RA0C RS04870 WP 004918236.1 .......................MAKTETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDL 57
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAEN..............KKSSKNNTVVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDL 65
NTDB id 1130 NGFG RS03960 WP 003688695.1 ...............................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDL 49
NTDB id 1124 NGFG RS03960 WP 003688695.1 ...............................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDL 49
NTDB id 1123 OK783 RS03845 WP 003688695.1 ...............................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDL 49
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG......................KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDV 57
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ...............................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDI 48
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ...............................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDI 48
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ...............................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDI 48
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ...............................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDI 48
NTDB id 1205 PSJM300 05545 AFN77183.1 ...............................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDI 48
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NTDB id 600 KW2 RS01765 WP 011675413.1 ALGAGGYPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIA 143
NTDB id 269 KZH43 RS08665 WP 001085462.1 ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIA 142
NTDB id 228 SPD RS09265 WP 001085462.1 ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIA 142
NTDB id 194 SPR RS08825 WP 001085462.1 ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIA 142
NTDB id 159 SP RS09750 WP 001085462.1 ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIA 142
NTDB id 499 SM12261 RS08315 WP 078228268.1 ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIA 142
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIA 142
NTDB id 453 Spy49 1753c ACI62003.1 ALGAGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIA 142
NTDB id 408 SMU RS09530 WP 002262392.1 ALGAGGYPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIA 142
NTDB id 625 LCA RS02525 WP 011374196.1 ALGVGGYPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIA 129
NTDB id 115 BSU 16940 NP 389576.2 ALGIGGYPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIA 127
NTDB id 1313 DR RS12030 WP 010888966.1 ALGVGGIPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIM 141
NTDB id 68002 ABRG53 RS20875 WP 126389526.1 ALG.GGLPKGRVIEVYGPESSGKTTLVLHAIAEVQKRGGVAAFVDAEHALDPTYAASVGVDINNLLISQPDSGEMALEIV 158
NTDB id 1245 Cj1673c YP 002345041.1 ALGIGGVPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIV 128
NTDB id 1211 C694 RS00795 WP 000963128.1 ALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEIL 130
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEIL 130
NTDB id 1334 RA0C RS04870 WP 004918236.1 ALGVGGYPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIA 137
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ALGIGGLPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEIC 145
NTDB id 1130 NGFG RS03960 WP 003688695.1 ALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEIC 129
NTDB id 1124 NGFG RS03960 WP 003688695.1 ALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEIC 129
NTDB id 1123 OK783 RS03845 WP 003688695.1 ALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEIC 129
NTDB id 1427 RS RS02760 WP 011000510.1 ALGVGGLPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIA 137
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEIC 128
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEIC 128
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ALGIGGLPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIA 128
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ALGIGGLPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIA 128
NTDB id 1205 PSJM300 05545 AFN77183.1 ALGIGGLPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEIT 128
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NTDB id 600 KW2 RS01765 WP 011675413.1 EKLITSGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPET 222
NTDB id 269 KZH43 RS08665 WP 001085462.1 GKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPET 221
NTDB id 228 SPD RS09265 WP 001085462.1 GKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPET 221
NTDB id 194 SPR RS08825 WP 001085462.1 GKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPET 221
NTDB id 159 SP RS09750 WP 001085462.1 GKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPET 221
NTDB id 499 SM12261 RS08315 WP 078228268.1 GKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPET 221
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPET 221
NTDB id 453 Spy49 1753c ACI62003.1 GKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPET 221
NTDB id 408 SMU RS09530 WP 002262392.1 GKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPET 221
NTDB id 625 LCA RS02525 WP 011374196.1 DALVSSGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEV 208
NTDB id 115 BSU 16940 NP 389576.2 EALVRSGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPET 206
NTDB id 1313 DR RS12030 WP 010888966.1 ELLVRSGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPET 220
NTDB id 68002 ABRG53 RS20875 WP 126389526.1 DNLVRSMAVDIIAIDSVAALVPRAEIEGEMGASHVGLQARLMSQALRKITANVGRSNCIVIFLNQLRQKIGVS.YGSPET 237
NTDB id 1245 Cj1673c YP 002345041.1 ETIARSGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPET 208
NTDB id 1211 C694 RS00795 WP 000963128.1 ETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPET 210
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPET 210
NTDB id 1334 RA0C RS04870 WP 004918236.1 DSLIRSGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPET 216
NTDB id 1389 A4U84 RS07560 WP 021112712.1 DALVRSGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPET 224
NTDB id 1130 NGFG RS03960 WP 003688695.1 DTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPET 208
NTDB id 1124 NGFG RS03960 WP 003688695.1 DTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPET 208
NTDB id 1123 OK783 RS03845 WP 003688695.1 DTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPET 208
NTDB id 1427 RS RS02760 WP 011000510.1 DALVRSGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPET 216
NTDB id 1165 A1552VC RS01565 WP 000344154.1 DALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPET 207
NTDB id 1142 GTF74 RS11550 WP 000344154.1 DALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPET 207
NTDB id 1074 ABD1 RS10195 WP 000344167.1 DMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPET 207
NTDB id 1022 ACIAD RS06390 WP 004925639.1 DMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPET 207
NTDB id 1205 PSJM300 05545 AFN77183.1 DMLVRSNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPET 207
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NTDB id 600 KW2 RS01765 WP 011675413.1 TPGGRALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGI 301
NTDB id 269 KZH43 RS08665 WP 001085462.1 TPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDI 300
NTDB id 228 SPD RS09265 WP 001085462.1 TPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDI 300
NTDB id 194 SPR RS08825 WP 001085462.1 TPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDI 300
NTDB id 159 SP RS09750 WP 001085462.1 TPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDI 300
NTDB id 499 SM12261 RS08315 WP 078228268.1 TPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDI 300
NTDB id 527 SMSK321 RS11065 WP 001085454.1 TPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDI 300
NTDB id 453 Spy49 1753c ACI62003.1 TPGGRALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDI 300
NTDB id 408 SMU RS09530 WP 002262392.1 TPGGRALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGI 300
NTDB id 625 LCA RS02525 WP 011374196.1 TPGGRALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDI 283
NTDB id 115 BSU 16940 NP 389576.2 TPGGRALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDI 281
NTDB id 1313 DR RS12030 WP 010888966.1 TTGGRALKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDI 296
NTDB id 68002 ABRG53 RS20875 WP 126389526.1 TTGGTALKFYASVRLDIRRIQT....L.KKGTEEYGIRAKVKVAKNKVAPPFRIAEFDIIFGKGISTLGCLVDLAEEMSI 312
NTDB id 1245 Cj1673c YP 002345041.1 TTGGNALKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDI 283
NTDB id 1211 C694 RS00795 WP 000963128.1 TTGGNALKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDI 285
NTDB id 1214 NCTC11637 00359 SQJ03206.1 TTGGNALKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDI 285
NTDB id 1334 RA0C RS04870 WP 004918236.1 TTGGNALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDI 296
NTDB id 1389 A4U84 RS07560 WP 021112712.1 TTGGNALKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGF 299
NTDB id 1130 NGFG RS03960 WP 003688695.1 TTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDI 283
NTDB id 1124 NGFG RS03960 WP 003688695.1 TTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDI 283
NTDB id 1123 OK783 RS03845 WP 003688695.1 TTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDI 283
NTDB id 1427 RS RS02760 WP 011000510.1 TTGGNALKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKV 291
NTDB id 1165 A1552VC RS01565 WP 000344154.1 TTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKM 282
NTDB id 1142 GTF74 RS11550 WP 000344154.1 TTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKM 282
NTDB id 1074 ABD1 RS10195 WP 000344167.1 TTGGNALKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDI 282
NTDB id 1022 ACIAD RS06390 WP 004925639.1 TTGGNALKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNI 282
NTDB id 1205 PSJM300 05545 AFN77183.1 TTGGNALKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGL 282
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