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MKAYKNKQ[ISS BRI ARAY SN LAAIAIPEYQNYVK S A IATEGSFPAT GTAAGFT

IR EOWANOKGFTLIELMIVVA IG LAATATIP[NYQNY\aY SE ATEGSFPIATEMMIGTAAGET
IR ONNOKGFTLIELMIVVA IG LAATATPNYQNY\ AN SE ATEGSFPIATEMIGTAAGET
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.VQEISASNATTN ATATCGSSAGQ .. .DTTKAK[EANMTISEPE . YAS AVTK S.DKK VIZSE[®R

.......... SPAATPNMIASIATIGEY. .NGVpS TITY..... AAGE PRLQANGDVTUANSEGGTLLAKMRIZAS®R

.......... SPAATPNMQSIAIG). NGV TIWY.....THEAAG[E PRLQANGDVTIMNGEGGTLLAKMRIZAS[®R
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.RIBETVEDMG. . .DGK@V A.PTAS ALGG. ..NIKYTFDAGVVSSSKIQI®ARID . . . . . TSEIAEK

.Q. .. NCT. .. ... A.AATGTTPGM. . VCTLKGAP VISGAT TIRSSD . . . . . AADMAJZK
.SS. .VCA...TYS DAF.TETDGAGKI CTLKGNPKIA TKI IXL. R [N .PTEBL|ZK
LAQ GVDVAAND..LGA DS. .ALJNGESPT TF .ADSSIDEGIETFMRID. . . . .PAT. AVD
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