et D Mmoot RetebantAF
Dl gttt ks B e vl D RtaEan AT

NTDB id 67916 LABO8 RS12815 WP 096511855.1 P IlD AIRBKRLASQD SDLLSGPPRDG TP.ADQSFKPG

NTDB id 1177 A1552VC RS01165 WP 000422572.1 .... .SVABRYTA

NTDB id 1203 PSJM300 01605 AFN76401.1 e SPEMTRET,

NTDB id 1019 ACIAD RS04205 WP 004922051.1 e ¢ DGDMMAQ

NTDB id 1307 DR RS10055 WP 010888596.1 SASBITRK G

NTDB id 1116 NGFG RS10615 WP 003690200.1 e LLIAF[INKIMMASDLHLS G SAE P

NTDB id 1086 NMV RS00245 WP 002218487.1 e LLIAFINKIMMASDLHLS G SAE P

NTDB id 1185 GTF74 RS11940 WP 000350195.1 e LLINFRAUKEIJASDLHLSAG IZAFTHS P

NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... LLINFRAUKEIASDLHLSAG ISAFTHS P

NTDB id 1283 ACE17W RS02630 WP 010947729.1 e LLIVFBAUKIIY SDLH SAG ISPBREHK A

NTDB id 1259 GC085 RS10305 WP 010947729.1 e LLINFRAUKIMY SDLH SAG IFPEEHK A

NTDB id 1202 PSJM300 01600 AFN76400.1 e LLINFRIAKIMEASDLHLS G IFAMDHKQ P

NTDB id 1194 PAKAF RS01995 WP 003084552.1 e LLFKASDLHLSAG IFPEEHKQ MO MNDIGQR EIQREQDFSFE |3

consensus * % | kb Dokokokokok skokokokokskokok I skskkkxk k% x * % *kokokk ok ook ok ok ok k I skokoskokok ok

ARl 2, oL VAT TSRS TR e
JN>K¥- RFR Q.AB'%VAA B VES?\/LS}E <3 Sv EJ«' F>¥K FV A =21 V'.— H ‘jt'g\ég

NTDB id 67916 LABO8 RS12815 WP 096511855.1 . IZSMLLETVMLKQ[EBMRE V(e ABNDRICISHESIN.VALIED R,

NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. AIWNARGLVLVIWGINTGSGKSTT AAMjNEY)

NTDB id 1203 PSJM300 01605 AFN76401.1 . AIRNARGLVL)AYGINTG GKST LAAMIEYN

NTDB id 1019 ACIAD RS04205 WP 004922051.1 I3 GE\TG GKST LA MI[a):83

NTDB id 1307 DR RS10055 WP 010888596.1 . ANFNYRGLVLVTGPTGSGKSTTLA MIsl

NTDB id 1116 NGFG RS10615 WP 003690200.1 N RFRVNAFNNN&RG|g AVFRTIP AIIYRG VLVTGPTGSGKSTTLAAMIN

NTDB id 1086 NMV RS00245 WP 002218487.1 N RFRVNAFNRY&RG|g AVFRTIP AIRNIERG VLVTGPTGSGKSTTLAAMIN

NTDB id 1185 GTF74 RS11940 WP 000350195.1 N RFRVNAFEIQERGOSAVFRTIP ANNEY GLVLVTGPTGSGKSTTLAAM Iy

NTDB id 1176 A1552VC RS01160 WP 000350195.1 N RFRVNAFEIQE\RGOSJAVFRTIP ANNgY GLVLVTGPTGSGKSTTLAAM I

NTDB id 1283 ACE17W RS02630 WP 010947729.1 N RFRVNAFNQSIRGE\ AVFRTIP ARISIRGLVLVTGPTGSGKSTTLAANIN

NTDB id 1259 GC085 RS10305 WP 010947729.1 N RFRVNAFNQBIRGE\ AVFRTIP ARSSIRGLVLVTGPTGSGKSTTLAANIM

NTDB id 1202 PSJM300 01600 AFN76400.1 . AVFRTIP IAIRRGLVLVTGPTGSGKSTTLAAM )

NTDB id 1194 PAKAF RS01995 WP 003084552.1 N RFRVNAFNQNRGE\ AVFRTIP DAMERGLVLVTGPTGSGKSTTLAAM |y

consensus RN * % kok Dokskokk k skok * * X * ! ok bk b DD D] * * 1 1

0D et ORI FcAL R DN o nhTME Ve L
Ilv \|/ %HAJ§S LH\/ ; Eg éA \|/V \I/ 3 E J BLJ L T'% @é

NTDB id 67916 LABO8 RS12815 WP 096511855.1

NTDB id 1177 A1552VC RS01165 WP 000422572.1

NTDB id 1203 PSJM300 01605 AFN76401.1 I\PDVIL GE

NTDB id 1019 ACIAD RS04205 WP 004922051.1 I\PDVIL GE SR DMALINJAETGHLVE | T LHESANIN

NTDB id 1307 DR RS10055 WP 010888596.1 NQREV[EEDTIMSFBALR ALR [\PDVILVGE RDMETIi®NA TAAETGHLVEIGTLHTIUSAIRY

NTDB id 1116 NGFG RS10615 WP 003690200.1 NQRE HTSFALSALREDPDVILVGE RDIFETI[LALTAAETGHLVFGTLHTIR§AMK

NTDB id 1086 NMV RS00245 WP 002218487.1 NQRE HEEBITMSFEWALRSALREDPDVILVGE RD)ETILALTAAETGHLVFGTLHTyNEAK

NTDB id 1185 GTF74 RS11940 WP 000350195.1 NQREVHIDTiISFIQYALRSALREDPDVILVGE RDMETIBLALTAAETGHLVFGTLHTEEANK

NTDB id 1176 A1552VC RS01160 WP 000350195.1 NQREVHRIDTEISFIQYALRSALREDPDVILVGE RDMETIBLALTAAETGHLVFGTLHTEEARK

NTDB id 1283 ACE17W RS02630 WP 010947729.1 NQREVHIADTIMSFNFAALRSALREDPD ILVGE RDMETIJIHLA TAAETGHLVFGTLHTRNEJANK

NTDB id 1259 GC085 RS10305 WP 010947729.1 NQREVHIAD TIMSFIWAALRSALREDPD ILVGE RDMETIILA TAAETGHLVFGTLHTREANK

NTDB id 1202 PSJM300 01600 AFN76400.1 NQREVHRIDTIHEFRIXALRSALREDPD ILVGE RDMETIILALTAAETGHLVFGTLHTHsSARK

NTDB id 1194 PAKAF RS01995 WP 003084552.1 NQREVHIDTIHeFRIRALRSALREDPD ILVGE RDBETIILALTAAETGHLVFGTLHTIMAEK

consensus RN kokokokkok LTk ! * Plhsksok Dok D bk Dk 11 | Poksk ok Dokokosk Do DD Dok D11k ox

155
1563
155
156
159
155
155
155
155
155
155
155
155

235
233
235
236
239
235
235
235
235
235
235
235
235



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

67916 LABO8 RS12815 WP 096511855.1

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259
1202
1194

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1

67916 LABO8 RS12815 WP 096511855.1

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259
1202
1194

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1

67916 LABO8 RS12815 WP 096511855.1

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259
1202
1194

consensus

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1

ety

il BVEéEElﬁ AR LSl ol st

i KI@MVRSMLSESLINAVINQNL LKyNsINGRIGR VAREIE T P A
I KIZMVRSMLSESLI§AVINQNL LKys:INGRIGR VAREIE T PA
i KIJMVRSMLSESLJ#AV IFQISL LKA TPA
i KIJMVRSMLSESLIHAV IEQISL LKA TPA
i KEMVRSMLSESLNAV FQSLLKRESR CiGA
i KEMVRSMLSESLNAV EQSL LK)
r KEMVRSMLSESLNAVINQENL L KiQUS TPA
i KEMVRSMLSESL[N VISQEL K@ TPA
kokok | okskokokokokokokok ok kokokokok | okokok | * 1 Pxkx I x Pokokosksksk fskkokokok I Dk k% % * %k >k >k %k % (S
Al k| V. SR(E
TI:B;'?'L \»%ﬁ*l\ix H/\’El?i,- ﬁ? >ﬁ/\ Al[K)»L\hf}EYD LT RIRVRETET v A s aB LR ERGEEREF R an
.RLRLKLHAEVSPGDWGLMD . ... ... .. i i
.RLMLKTKRGDDY...GSGSLQNVKI........ DME.............
YEDJALLHEDSSND RLMIKLGSETDGEHLTSVS QGLTL........ EMSDDDPGRSFR. . ..

YDKGLERIMIDPKEFARLANDASAGLGG. .. .. ASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

EEDEALKHADSLNN
EQDELHSEADSAND
.RLQIKLSEEANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ..

A AR
KHTEAHEAJA. LNKS ................................................
RDSEAKEK]A . KQPEN F ................................................
RENEAREK]. KIPEN F

........................ 363
........................ 368
........................ 381
........................ 383
APATPAAPAAGRSEPGRAGGFGRR 418
........................ 347
........................ 347
........................ 345
........................ 345
........................ 344
........................ 344
........................ 344
........................ 344

314
313
315
316
319
315
315
314
314
314
314
314
314

363
368
381
383
394
347
347
345
345
344
344
344
344



(>4 S

non conserved
similar
>50% conserved



