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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 67913 LAB08 RS06800 WP 096512933.1 MRTGMVALALGLLALRFLPALPSV........GWWLLMPVAGLMLLPFRTYP....VAFFLFGLSWACAQAQWALDDRLPSSLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPVGLLLLPFRWRP....LAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 67913 LAB08 RS06800 WP 096512933.1 ETRWIEGRVTGLPQHGEAVVRFELADAR.SRHAKVPRLMRLAWYDG....................PPVNSGERWRLAVKLKRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 67913 LAB08 RS06800 WP 096512933.1 GLLNPHAFDHEAWLLARRIGATGSVKGGERLSEA..............RWAWRDGIRQKLQTVDAQ.GRTGALTALVLGDGAGLS 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 67913 LAB08 RS06800 WP 096512933.1 REDWQVLQDTGTVHLLVISGQHIGLLAGLVYLLIAG.......LARYGLW..PNRLPWLPWACGLAFMAALGYGLLAGFEVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 67913 LAB08 RS06800 WP 096512933.1 ACLMIGLVLLWRLRFRHLGAWWPLLLAFNGVLLLDPLASLQPGFWLSFGAVAVLIFTFGG.......RLG.......PWRWWQTW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RLG.......VPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASF.AWLMPWLDALALPGGS 508
NTDB id 67913 LAB08 RS06800 WP 096512933.1 TRAQWLIAVGLGPLLLVLGLPISLSGPLVNLLAVPWISMLVLPPALLGTLLLPVPYVGDGLLWLAGGMLDWLFKGLT.VMAGQIP 438
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLA.LIAGWQP 440
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NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
NTDB id 67913 LAB08 RS06800 WP 096512933.1 AWVPVAVPWWAWSLGALGAILLLLPQGVP...LRPLGWPLLLVLVFPPRPTLPDGMAEIWQLDVGQGLAILVRTRHHALLYDAGP 520
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
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NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 67913 LAB08 RS06800 WP 096512933.1 RVGDN.DLGERVVLPTLRKLGVDGLDLMLISHAHADHAGGARAVAKGLPVKRVISGEPGELP.......TELQAGDCESSRQWTW 597
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERLP.......AALDARSCRTGQRWTW 599
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NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
NTDB id 67913 LAB08 RS06800 WP 096512933.1 DGVNFELWRWA......DARESNPKSCVLQIEANGERLLLTGDIDTAAERALLD..SPLAVATDWLQSPHHGSRSSSSAVLLATL 674
NTDB id 1199 PSJM300 12650 AFN78592.1 NQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAV 676
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 67913 LAB08 RS06800 WP 096512933.1 QPKAVLISRGQGNSFGHPHPSVIARYRARGMAIHDSAEQGAIRLQLGN..FKPPWSMRQEPRFWRSAK................ 740
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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