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MENKK
MI LACDVGLKR IG I

LAAVLTLQLNGI
V I LP I

LEAP I ILRHKNRNQASKRDELSDE I
LLKRETKRENI EQI

VLVVGKLPHSEGGSEAGHYASDTNRAKR I ELHF IVGK
NTDB id 67844 HC081234 RS10735 WP 002955972.1 MENKKILACDVGLKRIGLAVTQLGIILPIEPIIRKNRNQASKELSEILKTREIEILVVGLPSGGEAGHSDTRKRILHFVG 80
NTDB id 1213 C694 RS01715 WP 000599146.1 ....MILACDVGLKRIGIAALLNGVILPLEAILRHNRNQASRDLSDLLREKNIQVLVVGKPHES...YADTNARIEHFIK 73
consensus **** !!!!!!!!!!!!*! !*!!!*!*!*!*!!!!!!**!!**!* * ! *!!!! !* **** !! !! !!*

logo LVADFGKGE IAVFYIDNEDRYSTS ILEALYEQNSLSAEHYLMGKVKQNKRLRKLAI IQKDGRLDSLSACTLR I LERFYCLEQKSNVLNKPLNH
NTDB id 67844 HC081234 RS10735 WP 002955972.1 LVAFGGEIAYIDEDYTSLEALQSSAYMGVQNRLKIQKDGRLDSLSATLILERFLESNNPL. 140
NTDB id 1213 C694 RS01715 WP 000599146.1 LVDFKGEIVFINEDRSSIEAYENLEHLGKKNKRLAIKDGRLDSLSACRILERYCQKVLKNH 134
consensus !! ! !!! *! !! *!*!! **! !* !!!!!!!!!!* !!!!** * *

X non conserved

X similar

X ≥ 50% conserved


