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NTDB id 1206 C694 RS04180 WP 000774319.1 GAKDILDSLYELLPLVQKKNCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNN 221
consensus !!***!!!!!* !!!!!!! !*! !!!!!!*!!**!*!!!!!!!* ! * !* * !! !! !! !!*!

logo LQRFEEAAL IKI
YRDR IAQKI

L
K
Q
K
T
I
L
A
K
P
T
F
Q
S
T
C
I
I
MDI

L
A
M
KL
S
G
YDLYDI FALFLDYGSAGSNQKNAHI

VLMVKML
MF IMRGNGKR I IVSSADFESFKIHQSEL IHNGSFQDNLTADEQALMYKTQ
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NTDB id 67841 HC081234 RS04260 WP 110505469.1 ALLNHYKTPLPLPPKEILIPHFDFQDKDEKDDLQKILQAQTQSHLKITQPQKGTKYNLLQLAKKNAQEILTLHTKEQKNA 399
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NTDB id 67841 HC081234 RS04260 WP 110505469.1 VHRYAITYHRNKKQKDIHKIQIQKGSDMDSSYSKAQIKRLLDYFGSFHAIQNAPKEQIENALSRSFKSNKDSK 632
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