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NTDB id 1175 A1552VC RS12105 WP 000788426.1 RLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDL.REKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGG. 273
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDL.REKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMING. 274
consensus *** *** **! *******! * ***** ** * ** ** *** * * * ********!***** *

logo

TSDGK
T
EGGQNS IEVGGKSNFKMLELGSDGPSAENSAKRGYSLMIHSTI

V
FDKTEDRSTNLRS ILVILAVLIYKQRQEDPENSLAQKPADRTEFRANSMILVDESKQAEAVNFLITVEKRHRQEKW

I
L
V
I
R
S
A
E
N
Q
E
S
M
LDLRVKIP I

T
V
R
G
K
EQI

V
M
E
Q
A
L
I
A
S
EAHR IVETAVIKSTNVDSEKEGHYNSDMLDEQRKQSELGVKRWTGAFGMILVGTAMFDEYNSHIATPAKQTNHNQEGGASN

NTDB id 1347 HI 0435 AAC22094.1 ...TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTEN 217
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...EGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS 350
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NTDB id 1408 DSB67 RS13980 WP 010643500.1 ...EGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGS 351
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NTDB id 1373 NTHI RS02645 WP 011272046.1 ARRVAGSLTGN...........................SFENIADNLNVNFATTTTPAGSIALQVAKIN.GRLLDLELSA 269
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NTDB id 1347 HI 0435 AAC22094.1 LERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSR 349
NTDB id 1373 NTHI RS02645 WP 011272046.1 LERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSR 349
NTDB id 1465 ASU2 RS06170 WP 014991934.1 LEQENDVEIIASPRLLTTNKKPASIKQGTEIPYVLYNRKDEVKNIEFKEAVLGLQVTPHISNDNQILLDLVVTQNSPNST 335
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVLGLEVTPHISKQNQILLDLAISQNSPNNQ 333
NTDB id 67805 AABE55 RS19340 WP 002431761.1 LEQKQQLDIIASPRLLASHLQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPTVLQQGRIRLKLHISQNVPGQV 330
NTDB id 1433 BW25113 RS17570 WP 000815987.1 LEQKQQLDIIASPRLLASHLQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPTVLQKGRIRLKLHISQNVPGQV 330
NTDB id 1193 PA5040 NP 253727.1 MEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEAS.SSGATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQ 628
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGET 490
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGET 490
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NTDB id 1347 HI 0435 AAC22094.1 VAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILK 429
NTDB id 1373 NTHI RS02645 WP 011272046.1 VAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILK 429
NTDB id 1465 ASU2 RS06170 WP 014991934.1 SST.VHGLVTIDKQELNTQVFAQHGETIVLGGIFQHLTAKGEDRVPILGSIPVLKKLFSHSSDRISKRELVIFVTPYIIK 414
NTDB id 1381 A4U84 RS02010 WP 021113424.1 I...NNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIPVIKRLFSQSQDKISKRELVIFVTPYIVK 410
NTDB id 67805 AABE55 RS19340 WP 002431761.1 LQQSDGEVLTIDKQEIETQVEVKSGETLALGGIFSRKNKTGKDSIPLLGDIPWLGQLFSHDGKENERRELVVFITPRLVS 410
NTDB id 1433 BW25113 RS17570 WP 000815987.1 LQQADGEVLAIDKQEIETQVEVKSGETLALGGIFTRKNKSGQDSVPLLGDIPWFGQLFRHDGKEDERRELVVFITPRLVS 410
NTDB id 1193 PA5040 NP 253727.1 NM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMN 706
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVI 570
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVI 570
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVI 579
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