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NTDB id 265 KZH43 RS04315 WP 000495911.1 MFVARDARGELVNV..LEDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKETKVQL 83
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NTDB id 265 KZH43 RS04315 WP 000495911.1 EYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNMGFYVWELDKG 168
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NTDB id 265 KZH43 RS04315 WP 000495911.1 KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENI 253
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NTDB id 155 SP RS04850 WP 000495909.1 KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKRQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENI 253
NTDB id 495 SM12261 RS04415 WP 000495920.1 KQVLRLKYLIHQDLRGKLHYQIKEFPYGHGSLLEILRFPYKKQKISHFTVSQDKDICRYIRQQLYYQNPIWMKEQAEAYKKGENL 253
NTDB id 67798 NALG RS03520 WP 096368585.1 RKKLRLKSLIHQDLKGRLICLTEEFDFFQESLLELLRQPFLKGENLSIDVPEQEELQFFIQKQLYYQVPKWIKVQEKYYEQGKNL 253
NTDB id 598 KW2 RS08500 WP 021037660.1 RKKLRLKSLIHEDLRGRIICLQEEIPFGKGRLIAHLRLPYLAQKLVKIPTFKDSKLSSFIRQQLYYQSPKWMKIQEKYYQKGENL 255
consensus ***!!!!*!!**!!*!*******!*******!***!!*!********************!**!!!!!***!*!*!***!**!*!*

logo LDTKLYKNGFWLEKGKECPWYI
W
P
A
Q
PLPGLNLLETFNDFFTDI ENREMPLRTI ISVETGNSTKFCTFQVIDETQNSDVLEIKTKLRSYYELQGNYHFLQYEITNSYFYQERSKQNPQNESDHLWEQRMKLHYTPPRSASYFYAQI

Q
I
M
Y
G
K
F
D
K
L
Q
K
K
NKMEVKENGEWHGKKT

NTDB id 265 KZH43 RS04315 WP 000495911.1 LTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE......... 317
NTDB id 224 SPD RS04655 WP 000495911.1 LTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE......... 317
NTDB id 190 SPR RS04415 WP 000495911.1 LTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE......... 317
NTDB id 155 SP RS04850 WP 000495909.1 LTYGLKEWYPQ...........IRPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE......... 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 LTYGLKEWYPQ...........IRPLVGNFCQIEQDLIRYYLYFQTYYQENPQNDWQMLYPPAFYQQYFLKNMVE......... 317
NTDB id 67798 NALG RS03520 WP 096368585.1 LDLNWKKCYWAPPGLNLLTFDFINERSESFFQVDTSLEKYYQGFYESFQSQ...EHERLHTPSYYAIIKDKNKVKNGEWHGKKT 334
NTDB id 598 KW2 RS08500 WP 021037660.1 LTKKFEGPYIAPLGLNLLENFTDEMTITTFTQIDQNVKLYYENFLINFQRN...SLEMLYPPRSYAIMGKQKKEK......... 327
consensus !*******!** *******!*!*******!!**!****!*********!**!**!**********

X non conserved

X similar

X ≥ 50% conserved


