
logo MASDKKNRDTEHI
L
A
EEKNLYTWDLSTTI

VFAENTDAADWELTELYEKSTVSVEQDKLEKKTAVNSARYAEGHLLDESAKQNSLLEGAITELVEYLMES ILMSRARLVEKI
VYVYASMKHNDQDTQTV

NTDB id 67797 NALG RS03515 WP 096368584.1 MAKKRDEIAENLTWDLSTVFENDAAWELELKSVSEKLETVNRYEGHLLESAQSLLEITEVELEISRAVEKVYVYASMKHDQDTQV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus ! ! ** ! !!!!*!*! !! !! ! ! ! ! !!!!*!! !! !!* * * ! *!!*!!!!!!!*!!!! !

logo

G
S
L
RYQEYEQAKRASTNLYASKQFLGSEAMFAFYFYEPEFLMALDTDPEKKRLYAEESFKREREQEPGKLEGLQYDSHMYFERLFLAKNKDEHI

VLSPQEKAEEEKLLAASAGSDE I FGNAGAPATDET
NTDB id 67797 NALG RS03515 WP 096368584.1 SRYQEYEARATNLYAKFGEMFAFYEPEFLALTPERYESFRREEPKLEQYSHMFERLFAKKEHILSPKEEKLLASASEIFGAAAET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus !!!! !*!*!!! ! !!**!!!!*!! * * !* !! ! ! ! !!!! ! !*!*!!* ! !!! ! *!! ** *!

logo FENI
V
F
LDNADI ELFLPMWI

V
K
SDEGKQGDQEVVEQLTHGNFYI STLMESKDRDHI

VRKAGAYEQALMYGSNTYEQFYQHTYAKQTLQGTNVVKVHNFYKQAKTVRGHYDNSARHQA
NTDB id 67797 NALG RS03515 WP 096368584.1 FEIFDNADIELPMIKDEKGQEVQLTHGNYISLMESKDRHVRKAAYQALYSNYEQYQHTYAKTLQTNVKVHNFKAKTRGYDSARQA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! * !!!!! ! * ! ! ! !!!!!*!*!!!!!!!**!!*!! !*! !!!*!!!!! !!! !!!!!* !! !*! !!!*!

logo ALASASNF IPEESVYDRSLLESVNKHYLPLLHRYI
L
D
KLREKKQI

VLGLDDDELKMYDVYTPLSDELTDETYAKFLNTYEPEASLVEKKAEEVLAQI
VFGEPEYASAKGHVHKAK

NTDB id 67797 NALG RS03515 WP 096368584.1 ALSSNFIPEEVYDRLLESVNKYLPLLHRYIKLREQILGLDDDLKMYDVYTPLSDLDYKFNYPEAVEKAEEVLQVFGPEYAAHVKK 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLD.ELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHA 339
consensus !! !!!!! !!! !!!!!!!*!!!!!!!* !! *!!!!**!!!!!!!!!!!* * !*! * !!!!!! *!!*!! *!*

logo AFDTERWIDVAHEPNI
KGKRSGAYSGGACYDTNAFMLLNWQDETLDDNLFTLVHEMTGHSLMHSTFTREQNTQPYVYGDYP I FLAE IASTTNENI L

NTDB id 67797 NALG RS03515 WP 096368584.1 AFDERWIDVAENIGKRSGAYSGGCYDTNAFMLLNWQETLDDLFTLVHEMGHSMHSTFTRENQPYVYGDYPIFLAEIASTTNENIL 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENIL 424
consensus !! !!!!!!**! !!!!!!!!!!*!!!!!!!!!!!!*!!! !!!!!!! !!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo TESTLLAKETVKTDDEKETRFAI LNHW
YLDGFKRGTVFRQSTQFAEFEHAE IHEKADAQESGKQI

VLTASDEFMNKQLYADGLNEKYYNSLKPAELDENPYE IQFYEWAER
NTDB id 67797 NALG RS03515 WP 096368584.1 TESLLAETTDEKERFAILNHWLDGFRGTVFRQSQFAEFEHEIHKADQEGKVLTSEFMNQLYAGLNEKYYSLPALENPEIQYEWAR 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWER 509
consensus !!*!! ! !*! !!!!!!!*!!!!*!!!!!!*!!!!!!! !! !! ! *!! *!!! !!! !!!!!! !*! *!*!!!*!! !

logo I PHFYMYNYYVFYQYATGFAAASTYLAEAKIVHNGGTESEADKREAKYLTYLKAGSSDYPLAEVIAKKQAGVDMETENI
T
D
TYLDEASAFAKVFEDKRL IVELEANLV

NTDB id 67797 NALG RS03515 WP 096368584.1 IPHFYYNYYVFQYATGFAAATYLAEAIVNGGSEAREKYLTYLKAGSSDYPLAVIAQAGVDMEEITYLESAFAVFEKRLIELENLV 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 IPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALV 594
consensus !!!!! !!!!*!!!!!!!!!*!!!! !!*! ! *! !!!!!!!!!!!!!! !! !!!!! !!* !! !!! !!*!!! !!



logo EKGVHLS
NTDB id 67797 NALG RS03515 WP 096368584.1 EKGVHL. 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EKGVHLS 601
consensus !!!!!!*

X non conserved

X similar

X ≥ 50% conserved


