logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

615 LCA RS02545 WP 011374200.1

167 SP RS11275 WP 000867616.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
67793 NALG RS01905 WP 096368377.1
593 KW2 RS05130 WP 021037147.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

615 LCA RS02545 WP 011374200.1

167 SP RS11275 WP 000867616.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
67793 NALG RS01905 WP 096368377.1
593 KW2 RS05130 WP 021037147.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

615 LCA RS02545 WP 011374200.1

167 SP RS11275 WP 000867616.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
67793 NALG RS01905 WP 096368377.1
593 KW2 RS05130 WP 021037147.1

consensus

e RTe e quteoh mealChte s ey [P

MNVPVEKNSSFSKE QTLRSFHLLRT[ANGFSPEMI . EWHIKEGYITAENSISIN/ARR YR RCGQ.DQRYFS.YHSSGKNKLYC
............ QNI ACEHQRTA ARIABTENNNYS . . LP. QIKERIFAF . Q . .|BgD

............ YLGRLFTENELTEEER [ .
............ YLGRLFTENELTEEER [
............ YLGRLFTENELTEEER [
............ YLGRLFTENELTEEER [t

........... MNLELENLNEEIRL LIAK AFNNFTDQVNNENKL IFSGINUT S VN ANCMR{GMIGGEI HIK TN VK . . .

* 5k ok k kK Kk % % %k %k ok % ok % ok k * K %k kK % kokkokokkokk Dk | Dokkok kokokkokk

e L RS Ve e, o O Torle Lo DEAVTACKTE O

RECLLMKRVRSDQ LYYFPQEDFPKQEMDVLKWRGQLTPFQEKVSEGLLQWVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGA
RECLLMKRVRSDQ LYYFPQEDFPKQOMMDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGA
RECLLMKRVRSDQ LYYFPQEDFPKQEMDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGA
MRDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGA

MND LKWRGQLTPFQEKVSEGL QAVDKQEPILVHAVTGAGKTEMIYQVVAKVINAGGA

MADVLKWRGQLTPFQ KVS GLLQAVDKQIXP LVHAVTGAGKTEMIYQVVAKVINAGGA

. SCINQYQ(EKIMNG P8 ﬁ S NLL LHRQ[EINT VIRUQENANEI NI GNANRARAARD A T KKGHA

LCQQ.TN (NIQALVINAVTGAGKTEMIYQ N
ko |k | kok ok |k ok * >k %k % %k % kok Dok Dok Dok Doeskok | skokox sk >k 3k 5k %k %k % %k % % %k % I N B A N R | * ok ok k kok ok k | ok ok

R g s s L R

VEAE 0 Loy

VC 'A PRUDVMLELINZRLEGVAF[a[e DT IRRAONNIRYS ABQ TIRQFERYQKER
VCLA PR QIVCLELY|)RLQEVAF JEWITUL. HGE[N EPYYTELV [MTTHQLLKFYJSIAFDJy IVDEVDAFP VDNP\YLINYAVIY [
. BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSV
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSV
BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSV

BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSYV]|
NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSYV|
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSYV]|
.GEKYER PLV ATTHQLL F@R8IAFDLLI DEVDAFP |gDNJAMLY|3A [
. e BMIYFR PLVVNIT HQLL FJ{ AFDLLI DEVDAFP IIDNBMLYIJA 3N |§
] Pl Do D hoese b b sk Dok | * ook kot kokok ok |okokok Dok 1L Dokokokok Do Dokok Dok DL L DL Dokokor ook | skok | ok ok ok ok ok

169
150
143
143
143
143
143
143
141
154

254
235
226
226
226
226
226
226
224
237



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

615 LCA RS02545 WP 011374200.1

167 SP RS11275 WP 000867616.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
67793 NALG RS01905 WP 096368377.1
593 KW2 RS05130 WP 021037147.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

615 LCA RS02545 WP 011374200.1

167 SP RS11275 WP 000867616.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
67793 NALG RS01905 WP 096368377.1
593 KW2 RS05130 WP 021037147.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

615 LCA RS02545 WP 011374200.1

167 SP RS11275 WP 000867616.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
67793 NALG RS01905 WP 096368377.1
593 KW2 RS05130 WP 021037147.1

consensus

K

Q

WMEMMwm S

MﬁﬂW%&éMm%

KENGLRIFLTATSTNELDKKVRLGELKRL LPRRFHGNPLIIPKPM WLSDFNRYL KNRLSPKLKSYIEKQRKT YPLLIF
KENGLRIFLTATSTNELDKKVRLGELKRL LPRRFHGNPLIIPKPSM WLSDFNRYL KNRLSPKLKSYIEKQRKT YPLLIF
KENGLRIFLTATSTNELDKKVRLGELKRL LPRRFHGNPLIIPKPSSM WLSDFNRYL

KENGLRIFLTATSTNELDKKVRLGELKRL LPRRFHGNPLIIPKPpuSN WLSDFNRYL

KENGLRIFLTATST ELD KVR GELKRLBJLPRRFHGNPLIIPKPpuaM WLSDFNRYL

KENGLRIFLTATST ELD KVR GELKRLSLPRRFHGNPLIIPKPPHESSN WLSDFN [¢L

KIgSERI®8T LTAT TNNL K@V LG E L LPRRFHGPL

KINETL -

Iskskskskskskk Ik 1] x kokskkkkokokoskskskkokokokok sk |k Poksksk | skok | skk sk | sk sk sk sk sk sk sk 3k ok sk >k sk 5k 5k 3k >k >k %k 5k 5k k k k * k k |

Elucauieeshat s ey LS TR TE ettt TGS

Q
ASETIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGG
ASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGG
ASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGG
ASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGG
ASEIKKGEQLiEILQK FPRIEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGG

ASEIKKGEQLISEI QEQFPNEKIGFVSS TE RLEQVQAFRDEELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGG
DILQERFPEEBI FV SP @ RLIYV BEFREGE IL STTILERGVTFPEVDVFV [H HFTESSLIQI G

ILT T ILERGVTFRE DVFV I IHI@YFTKS LIQ
* % * % % %k k %k % * % * % k sk ook ok ok sk sk k koksk sk kk || skosk sk kok N * Ioskskskskskskok |osksksksk |k sk |

ka%wmwy@ ok,

463
445
432
432
432
432
432
432
418
430

1ok 1 skook ok ok ok ok ok ok ok ok sokkk  kokokok Dkokok |k k| kokokokok

X
]
X

non conserved
similar
>507% conserved

335
315
307
307
307
307
307
307
292
305

418
400
392
392
392
392
392
392
377
390



