
logo MHRLVKLENGKAGVKSVFTLSTLTASCLLMAFNSSYAAVDCASPTLEPEVWDQSSAKVYNTGGADKQVQHEKGNAYKQANRYWTQNNDNPAEQTFASGNQW
Y
A
G
E
QW

NTDB id 67753 AADG46 RS17650 WP 340702013.1 MRVLEGKAGKSVFTLSTLTASCLMAFSSYAAVDCSTLPEWQSSAVYTGGAKVQHKGNAYQANYWTQNNDPETFSGNYAQW 80
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQ.AGQWGEW 79
consensus !** !!! !!!!!!!!!!!!!!*!! !!!!!!! *!* ! !! !! !! !!! !!!! ! !!!!!! ! * !*** !

logo

E
K
L
SLDGASCDSGTSTGGPVDPPQTNEQAIPSTVTLTAPLSASTAQS IVKTAGEVVNTLAADNAASDATDGSTI

V
S
V
K
RVEFFLVDGAVLVGQASTKSAPFYI

SASWTATEK
NTDB id 67753 AADG46 RS17650 WP 340702013.1 KLLDSCSTSGG....TNQAPSVTLTAPLATAQVKAGEVVTLAANASDADGSVVRVEFLVDGVLVGQATKAPYSASWTATK 156
NTDB id 1300 VP RS19160 WP 005479129.1 ESLGACDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATE 159
consensus ! ! *!***** ! !*!!!!!! !*! * !!!!! !!! ! ! !!** *!!! !!! !!!! ! !!* !!!!!!

logo GTVHEFSATKVASFYDDAKGAVSTAKNSASVTLTI
V
A
S
D
S
A
V
G
QPAGNEQAPTVADVALSASTS IVDELVGGTTVVTLSTAENAADADGS IVAEKVDFYVAGGALAVGT

NTDB id 67753 AADG46 RS17650 WP 340702013.1 GTHEFSAVAFDDKGAVSTKNAVTLTVSDAGPANQAPTVAVALSASSVDVGTVVTLSAEAADADGSVEKVDFYVGGALVGT 236
NTDB id 1300 VP RS19160 WP 005479129.1 GVHEFSTKSYDDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGT 239
consensus ! !!!! *!! !!!!! !!!!* !*! !!!! !!!!!*!***! !!!*! !!!!!!!* !!!!!!*!!! !!

logo

A
S
A
T
A
KAPYTLDNVYTAPSTKAGASLAVYAKRATDNALGASTTDSAI

L
A
TTLTVVNGGVAPVAVASNCRPDGLYQTETGVDQVPYCSTI

VYDAEDEGREKMGAVD
NTDB id 67753 AADG46 RS17650 WP 340702013.1 SAKAPYTLNYTATKAGSLAVYARATDNLGATTDSALTTLVVNGVAPVANCRPDGLYQTEGVQVPYCTVYDADGREKMGVD 316
NTDB id 1300 VP RS19160 WP 005479129.1 ATAAPYTLDVTPSKAGALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGAD 319
consensus !!!!! !**!!! !!!!!*!!!! !!*!!!!* !! !!! !* !!!!!!!!!! !! !!!!**!! *!!!!!! !

logo HPRRVIGYFTSWRASGDDPQASATYLVKDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPNNAATVGKETWPGVE I
VDPTLGFKGHF

NTDB id 67753 AADG46 RS17650 WP 340702013.1 HPRRVIGYFTSWRSGDDPQAAYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAAVGKEWPGVEIDPTLGFKGHF 396
NTDB id 1300 VP RS19160 WP 005479129.1 HPRRVIGYFTSWRAGDDPQSTYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHF 399
consensus !!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!*!!!!!!!!!!

logo GALATYKQKHYDGVKTL I S IGGWAETGGHFDANGDNRVADGGFYTMTTNADGS INHAAGI EKFAASAVEMI
MRKYKFDGLVDIDYE

NTDB id 67753 AADG46 RS17650 WP 340702013.1 GALATYKQKYGVKTLISIGGWAETGGHFDANGNRVADGGFYTMTTNADGSINHAAIEKFAASAVEMIRKYKFDGVDIDYE 476
NTDB id 1300 VP RS19160 WP 005479129.1 GALATYKQKHDVKTLISIGGWAETGGHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYE 479
consensus !!!!!!!!!* !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!*!!!!!

logo YPTSMAGAGNPDYDKDGFMEPRRAQYLWASYQELMKRVLREKLDAQASAQDGHTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNI
NTDB id 67753 AADG46 RS17650 WP 340702013.1 YPTSMAGAGNPDDKGFMEPRRAYLWASYQELMRVLREKLDQASAQDGHHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNI 556
NTDB id 1300 VP RS19160 WP 005479129.1 YPTSMAGAGNPYDKDFMEPRRQYLWASYQELMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNI 559
consensus !!!!!!!!!!! !! !!!!!! !!!!!!!!!!*!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo MSYDLHGAWNDHVGHNAALFYDTGKDSELAQWNVYGTAAQYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGG
NTDB id 67753 AADG46 RS17650 WP 340702013.1 MSYDLHGAWNDHVGHNAALYDTGKDSELAQWNVYGTAQYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGG 636
NTDB id 1300 VP RS19160 WP 005479129.1 MSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGG 639
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

D
ENGLWGRAALPNQANELCAQPGTGEGEKNNCGHNGAI

TGIDNMWHDLVDNAPAQGDREMGAGSNPMWHAKNLEKGIWGSYAAQAYGKLDPTVNT
NTDB id 67753 AADG46 RS17650 WP 340702013.1 ENGLWGRAALPNQNLCAPGTGEGEKNNCGHGATGIDNMWHDVNAAGDEMGAGSNPMWHAKNLEKGIWGSYAAAYKLDPTT 716
NTDB id 1300 VP RS19160 WP 005479129.1 DNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHDLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVN 719
consensus *!!!!!!!!!!!! ! !!!!!!!!!!!!*!! !!!!!!!!* * ! !!!!!!!!!!!!!!!!!!!!!!!! !! !!!

logo

D
TPSDKL IVGTYTVRNYDSVAVAPWLWNAEKGKVFLSTEDKAQS IDEVKADYVIDKE IGGIMFWELAGDYNSCYNVLDANGKNRTAS IVDAP

NTDB id 67753 AADG46 RS17650 WP 340702013.1 TP...LIGTYVRNYDSVAVAPWLWNAEKKVFLSTEDKQSIDVKADYVIDKEIGGIMFWELAGDYSCYNLDANGKRTSVDP 793
NTDB id 1300 VP RS19160 WP 005479129.1 DPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADYVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDA 799
consensus !***!*!!! !!!!!!!!!!!!!!!!! !!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!! !! !!!!! !! *!*

logo

S
TEQACAATGKNGEYHMGNTMTKAIYDKFKSVATPYGNKVATGAP I

TPATEAVDNIATVKSVGGFKVGDQNYP INPKITFTNNTGQVADIPG
NTDB id 67753 AADG46 RS17650 WP 340702013.1 SEQACATGKGEYHMGNTMTKAIYDKFKVATPYGNKVATGAIPAEAVNIAVKVGGFKVGDQNYPINPKITFTNNTGVDIPG 873
NTDB id 1300 VP RS19160 WP 005479129.1 TEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVSVGGFKVGDQNYPINPKITFTNNTGQAIPG 879
consensus *!!!!! ! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!* ! !!! ! ! !!!!!!!!!!!!!!!!!!!!!!!! !!!

logo GTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGTVMHRVASFSLPAWKDSLPAGAGTYELDMVYYLP I SGPANYST
NTDB id 67753 AADG46 RS17650 WP 340702013.1 GTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGTMHRVAFSLPAWKSLPAGATYELDMVYYLPISGPANYT 953
NTDB id 1300 VP RS19160 WP 005479129.1 GTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLPISGPANYS 959
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!! !!!!*!!!!!!!!!!!!!!!!!!*

logo VI
K
I
S
G
N
G
N
K
VEFYAFKSFEQPDLP I

V
A
GDLNTAGGTGNGTGGNTTEGGPGNSTCGDGGTATGGLVTGYPSNTGLDPQVI

T
D
QWAVGPGNPSSTHQAVNQNQGDTKTVI

T
H
YNGKVCVFYQVANQWWTA

NTDB id 67753 AADG46 RS17650 WP 340702013.1 VKINNVEYAFSFEQPDLPVADLTAGGNTGGNTGGNTGGGTGG..GSTGDVIQWVPGSTQVQNGTTVTYNGKCFVAQ.... 1027
NTDB id 1300 VP RS19160 WP 005479129.1 VISGGKEFAFKFEQPDLPIGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHANQGDKVIHNGVVYQANWWTA 1039
consensus ! !*!! !!!!!!!**!! !! !! ! * ** ! ** * * ! * *** **! ! *!! ** !*****

logo

SEPG
NSDPGSVWAESTPVCTQSNWFWKEVTCN

P
I
Q
A

NTDB id 67753 AADG46 RS17650 WP 340702013.1 ...NSPGVWESPTQSNWFWKEVTCPQA 1051
NTDB id 1300 VP RS19160 WP 005479129.1 SEPGSDGSWATVC...........NI. 1054
consensus *** !*! ! *************** *
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