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NTDB id 600 KW2 RS01765 WP 011675413.1 156
NTDB id 269 KZH43 RS08665 WP 001085462.1 AREAQKIAGGIWNAF IDAEHALDPEAY ALWAL GVN 155
NTDB id 228 SPD RS09265 WP 001085462.1 ANERQKINGGINNAF IDAEHALDPIYY ALWALGVN 155
NTDB id 194 SPR RS08825 WP 001085462.1 AREAQKIAGGIWNAF IDAEHALDPEAY ALWAL GVN 155
NTDB id 159 SP RS09750 WP 001085462.1 ANRQKINGGINNAF IDAEHALDPEYY ALWALGVN 155
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT ARFAQKIAGGIWNAF IDAEHALDPEAY ALWAL GVN 155
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT AREAQKINGGIWNAF IDAEHALDPEAY ALWAL GVN 155
NTDB id 408 SMU RS09530 WP 002262392.1 ANEQKDIGGINNAF IDAEHALDPIYY ALWALGVN 155
NTDB id 453 Spy49 1753c ACI62003.1 AREAQKIAGGIWNAF IDAEHALDPEAY ALWAL GVN 155
NTDB id 115 BSU 16940 NP 389576.2 AIYQENGGNINAF IDAEHALDPYY A[RJSLGVN 140
NTDB id 625 LCA RS02525 WP 011374196.1 AIRYQK[NGGIWIA IDAERJA DPJAYARWALGVN 142
NTDB id 1313 DR RS12030 WP 010888966.1 G AWAQKIAGGIN6AF IDAEHALDPY ARFALGVNIDELL SQPDJGEQALEI 154
NTDB id 67641 FIS3754 RS09880 WP 062246405.1 |E{eIoRie) Gy AIRYQKIYGGIWNA  DAEHALDPWYARWALGV g [LL SQPD GEMALEINY 145
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AINYQKINGG\¥AF IDAEHALDRUY ARSYLGVNID LFj SQPDGEQALEINY 141
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AIMMQKNGGUAMAF IDAEHALDYR:Y AJQILGV ¥y RILL SQPD GEQALEI|M 143
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AIMSOKINGGUASAF IDAEHALDUIY AJSHLGV gy LL SQPD GEQALEI)® 143
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIFNQKWYGGIWNAF IDAEHAJD)USSY AIRSL.G N EL © SQPDIYGEQALEIMN 150
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANQK(EFYNEAF IDAEHALDP|YY AILGVNIDELL SQPDRGEQALEIf 158
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIDPUYABRISLGV]Y ELM SQPD GEQALEI[S 142
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VEAF DAEHARDPWUYAIBNLGVIY ELM SQPD GEQALEI 142
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIJDPUYABISLGV]Y EL) SQPD GEQALEI[S 142
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDIMYAISLGVIS [§ LL SQPD GEQALEIMN 150
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT ISNSAF TDAEHALDP|YYAJSMLGVN DELL SQPD GEQALEI[® 141
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT YNSAFIDAEHALDP|YYAJSMLGVN DELL SQPD GEQALEI[® 141
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INSAFIDAEHALDPNYAJRNLGV DRNLL SQPDBIGEQALEIfA 141
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INSAFIDAEHALDPNYAJRNLGV  DRLL SQPDRIGEQALEIfA 141
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALEIpN 141
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NTDB id 600 KWw2 RS01765 WP 011675413.1 DSVAALVP G MGDSEVGLQAR 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 VDSVAALVP GDHMGDSHVGLQAR 234
NTDB id 228 SPD RS09265 WP 001085462.1 VDSVAALVP GDMGDSHVGLQAR 234
NTDB id 194 SPR RS08825 WP 001085462.1 VDSVAALVP GDHMGDSHVGLQAR 234
NTDB id 159 SP RS09750 WP 001085462.1 VDSVAALVP GDMGDSHVGLQAR 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 VDSVAALVP GDHGDSHVGLQAR 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VDSVAALVP GDHMGDSHVGLQAR 234
NTDB id 408 SMU RS09530 WP 002262392.1 VDSVAALVP GDMGDSHVGLQAR 234
NTDB id 453 Spy49 1753c ACI62003.1 VDSVAALVP GDH§GDSHVGLQAR 234
NTDB id 115 BSU 16940 NP 389576.2 VDSVAALVP GDMGDSHVGLQAR 219
NTDB id 625 LCA RS02525 WP 011374196.1 VDSVAALVP G MGD HVGLQAR 221
NTDB id 1313 DR RS12030 WP 010888966.1 VDSVAALRP GDMGDSIBZGLQAR 233
NTDB id 67641 FIS3754 RS09880 WP 062246405.1 DSVAALVP GDMGD HVGLQAR 224
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR 229
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR 221
NTDB id 1123 0K783 RS03845 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALVP G MGD [BJGLQAR 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VDSVAALNP G MGDSH GLQAR 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR 220
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR 220
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