
logo MTQSSSPSQSKRKRSRTALVATLTRNTEYFSPFGNTKLVAQGSGHYVDNATEQLMRQAL IVEQSVKRKSTGRPSLPTDEEVLEKAS IVTGREQLSPEFLLRQYKKNQQLFELK
NTDB id 67599 NOS3756 RS24605 WP 067774000.1 MTQSSPQRRSTALTTRTEFSPFGTKLVQSGYVNTEQMRQALIESRKSGRPLTDVLESITGRQLSPEFLRQYKKQQLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus !! !!* **! !* ! !!!!! !!! !*! !!*!!!!* *!*!!*!** ! *!!! !!!! !!!!!!*!!!!!!

logo

I
VLYGVDESLVDPEVANPS IVAGNTQTMQMVAGENL I EGRTFLFIPLVDI

TCRRFHKRFLLVPLASQRNQDEGHDNPPSYI
VLVAMVDSPDNLAEAQSDDELNR I LRPVKQGFLESLQR

NTDB id 67599 NOS3756 RS24605 WP 067774000.1 ILYGVESLDPEVNSVGNTMVGNLIETLIPVDICRRHRLVPLSRNDEHNPPYILVAMVSPDNLEASDDLNRILRPQGLSLQ 160
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQ.EGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
consensus *!!!!*!*!!!! *** ** !! !*! !!!** *!! **!* !! *!!!!! !!!! ! !*!!!!!!* ! !

logo RLMVI
VTQDEDFYNQQL ILENQYLYADEI LRAEEVRWEAAQEKHKLRDEQEKRAFLDTDKI

LNDQDLLTDE I
N
L
VGNS ILDLMENDLAGEPDDKEMDEAVDLNAGLSADMSKNDGAENDQAPVINLVNKR

NTDB id 67599 NOS3756 RS24605 WP 067774000.1 RMVITQEDYQQLINQYLDELAVR...QKHLEQEK.FTDINQDLENLGNLDLEDAPDDMEADLGSAMKGAEDAPVINLVNR 236
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
consensus !*!*!!*!**!!* !! ***! * *!!** *! * *! *!* **! * ! * ! !!!!!!!!*

logo I LAKALHQEGKTVSDIHVEPQEENTLMRIRFRKDGVLNREQAFDPPLPKRKI ITPAVTVARFKI IMASDNLMDIAERRLSPQDGKR IRR I
M
F
Y
E
QGRKVD

NTDB id 67599 NOS3756 RS24605 WP 067774000.1 ILAKALHEKVSDIHVEPQEENMRIRFRKDGVLREAFPPLPKKIIPAVTARFKIISNLDIAERRLPQDGRIRRMFEGRKVD 316
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
consensus !!!!!!*! !!!!!!!!!! *!!!!!!!!!! !!*!!!*!! !!! !!!!!* *!!!!!! !!!!*!!!** !!!!!

logo FRVNTLPSRYGEKVCLR I LDNSASTQLGLDFKL ITDNPETLNQI
TVKRDELMAVASKRPFYGL IMLVTGPTGSGKSTTSTLYSAVLASEKRNSPEGI

VNI
NTDB id 67599 NOS3756 RS24605 WP 067774000.1 FRVNTLPSRYGEKVCLRILDNSSTQLGLDKLITDPETLNIVKDMVSKPFGLILVTGPTGSGKTTSLYSALSEKNSPGINI 396
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!! !!! !!!!* !*** *!*!!*!!!!!!!!!!*!*!!! ! !*!!! *!!

logo

N
STAVEDP I EYASLPGITQVQVIREKGLMDFASNTAI LRAFLMRQDPDVI

LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIA
NTDB id 67599 NOS3756 RS24605 WP 067774000.1 STVEDPIEYSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIA 476
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
consensus ! !!!!!! !!!!!!!!!!!!!!*!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo RLDGEMGI
VEPFMVSGSSL ILGVLAQRLMRKRVCPTDECR IAYHNPSTKPEELASRFYGLSASGQDEEI SVVTFYKANSTLVPSPSDEAE IAHELAKRAQKGNENLCPQ

NTDB id 67599 NOS3756 RS24605 WP 067774000.1 RLGEMGIEPFMVSSSLIGVLAQRLMRRVCPDCRIAYNPTPEELARYGLSASQEISVTFYKANTVPSEAIAEAKAKNELCP 556
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
consensus !! !!!*!!!!!! !!*!!!!!!!!!*!!**!!!!!*!**!!! !*!!!!! * !!!!!!!***** !* !* ! !!*



logo

A
KCNSGASGYKRGRCVGVYEVMKRI

NSENR I
L
A
Q
E
TL INEQEGAPTTDER IKDECVAVEEGMI

KTLLAYSLDNLVQREQGSYTTLEEVERVTFTDTGLEASELM
NTDB id 67599 NOS3756 RS24605 WP 067774000.1 ACNGAGYRGRCGVYEVMKISENLQTLINEEAPTERIKEVAVEEGMKTLLAYSLDLVRQGSTTLEEVERVTFTDTGLEAEL 636
NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
consensus ! ! !!*!!*!!!!!!* !! * !!! !*!*!!!**!!!!!! !!!!!!! !! ! !!!!!!!!!!!!!!!!! !*

logo

K
RAKRKSAGLTCRTCASAEQLQPQEWLDCPYCMTPSRFQSD

NTDB id 67599 NOS3756 RS24605 WP 067774000.1 KAKRKSGLTCRTCSAQLQPEWLDCPYCMTPRFQD 670
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus *!!!!!*!!!!!! ! !!*!!!!!!!!!!*!! *

X non conserved

X similar

X ≥ 50% conserved


