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TSLFGKRKSHSRSGVGLVE IATPERVNVAVQLRTKSQGRQGSLYKLERKSFLGTHSAVPS IVPEGI FVESDEGKQITVDPSPALMAEQI

L IQEQALLASENSGKIKNTVKSQS
NTDB id 67594 NOS3756 RS22545 WP 067776100.1 MVKSLSSLFGKSHRGVGVEIAPERVNVVQLRKQRQGLKLESLTSVPVPEGIVSDGQITDPPAMAQLIQQALAESKIKVSS 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! *!!!!* * !!!*!! !!!!!! !! ! ! !! * **!!!! *! ! !*!!*! *!! ! ! !

logo VATAGVPGMRDEAI IVR I
M
I
LPVPAELDDEKNELRDMVLNHEAAGLYLPYPREEAVDLVDYQKLGLYFEVDEDGI EKVQVLLVATRKREVTDSTY

NTDB id 67594 NOS3756 RS22545 WP 067776100.1 VATGVPGRDAIVRIIPVPAELDDKELRDMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVQVLLVATRKEVTDTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!*!! !*!!*!**!!!!!!!* !!!!!!!!!!!*!!!!!!!!! !*!!!!!! ! !!!!!!!!!!!!!!!!*!!!!*!

logo

I
L
D
RTFEQQAGLQI

V
D
SVLE INSFAL IRTIRDEQLRQFGPSQREAATVLVDI EFDSTE IA I I IVDNGVPQFSRTVP IGTYQMQMNALYASRAMNS

NTDB id 67594 NOS3756 RS22545 WP 067776100.1 IRTFEQAGLQISVLEINSFALIRTIRDQLRQFGPQEATVLVDIEFDSTEIAIIINGVPQFSRTVPIGTYQMQMAYARAMS 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus * !! !!!!!* !!!!!!!!!!!!!!*!!!!!!* !! !!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!! ! !!!

logo LPPTSRDNMPE I LQEGMTVIPVNTQSFGDGTDMRSTGQGMTAETVDNPAGMANAGLVLMRI
V
L
MGELTDELRRS IDNFYLNQSEENLE I

LVQI
LLLAGGPGGGL IQQLDN

NTDB id 67594 NOS3756 RS22545 WP 067776100.1 LPTSRDMEILQEMVIPVNSGDGDRTGMTETDPAMAGVLRILGELTDELRRSIDFYLNQSENLEIVQILLGGPGGGLQQLN 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!*!! *!!!! ! !!! ! ! ! !*! ***!**!!!!!!!!!!! !!!!!!! !!*!!*!!*!!!!!! !!

logo EFYFTQRLS IPTNVKQIDPFI EGASLAS ILDQTVDEQAKNFYPSDS ITEQRPSGSLAGI
TVLGLGI

MREAV
NTDB id 67594 NOS3756 RS22545 WP 067776100.1 EFFTQRLSIPTNQIDPIGSLSLQVDEAKYPSTQRSGLGIVLGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTDQ.NFSDIERPSLATVLGLGIREA 367
consensus !*!!!!!!!!! !!! ! * ! * ** !* !* !!!!!*!!
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