logo

NTDB id 67525
NTDB id 11 SA
consensus

logo

NTDB id 67525
NTDB id 11 SA
consensus

logo

NTDB id 67525
NTDB id 11 SA
consensus

logo

NTDB id 67525
NTDB id 11 SA
consensus

logo

NTDB id 67525
NTDB id 11 SA
consensus

logo

NTDB id 67525
NTDB id 11 SA
consensus

logo

NTDB id 67525
NTDB id 11 SA
consensus

JMUB0O0O1 RS00325 WP 001186596.

RS00430 WP 001186602.1

JMUB0O0O1 RS00325 WP 001186596.

RS00430 WP 001186602.1

JMUB0O0O1 RS00325 WP 001186596.

RS00430 WP 001186602.1

JMUB0O0OO1 RS00325 WP 001186596.

RS00430 WP 001186602.1

JMUBO0O1 RS00325 WP 001186596.

RS00430 WP 001186602.1

JMUB0O0O1 RS00325 WP 001186596.

RS00430 WP 001186602.1

JMUBO0OO1 RS00325 WP 001186596.

RS00430 WP 001186602.1

AR AT T 1 D DR 1 R LR

MQQLKMKRVGIYVRVSTE QSTEGYSIDGQINQI EYCDF FjJV\YD YADRGISGKSMNRPELQR LKDANEGNID VM
MQQLKWKRVGIYVRVSTE QSTEGYSIDGQINQI EYCDFEEIFIAVID YADRGISGKSMNRPELQR LKDAIYEGNIDEVM
rerr ! IR

TRUATNLANEDLIVEER AER VTS L LSEHRIVEE FRAE 1O

VYKTNRLARNTSDLLKIVEDLH QNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN
VYKTNRLARNTSDLLKIVEDLH QNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN

LR PRI OV AL VRS 1T LA G

LPLGYDKIPBDSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSIES TYILBNPFY GKIQFAK
LPLGYDKIPMSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSIRS TYILEINPFY GKIQFAK
PELL L e kbt

WD LY A o L DR T 82 AT

YKDWNEKRRKGLNDKP IAEGKHSPIIMQDLWDKVQ RKKQVSQKPQVHGKGTNLLTGI HCPQCGAPMAASNTTNTLKD
YKDWSJEKRRKGLNDKP TAEGKHSPIIWQDLWDKVQ RKKQVSQKPQVHGKGTNLLTGI HCPQCGAPMAASNTTNTLKD
rrrr orrrrrrrrrrtr e rr o rrrrrritrrrrrrrrrrrrrrrrrrrrrterrrrrrrrrrrrrrrrrrnd

RS R AR LAY D s D

GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEIQYVMINQILEIVKSDKVI [NV @ VNQENQVDpS AL HDIAYKQQQYD
GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEWYVMIMQILEIVKSDKVI iV pN:sIVNQEN[VD[Y§ ALBHDIAYKQQQYD

[ T T A A O B A B A R R N [ S T A A A A A |

)DL oo LTI LAt e L e

EVEJEKLEINL KTIEDNPDLTSH EWYEWQLNDITNQ NQLK QQNM K § DKM IIVA NI
EVMMKL NL KTIEDNPDLTS)] B I IMYEMQLNDITNQ NQLK QQNj® KB DINKiIEUL L QI FElT
! !

AU

ALYL VIDRIDI KDGNHKKQFYVTLKLNNEIIKQLFNNpRYLDEV LSTSSLFLPQTL L{§I
ALYL VIDRIDI KDGNHKKQFYVTLKLNNEITKQLENNJY LDEVEILSTSSLFLPQTL Lp§I

PN NN N RO

S il

- KINOLK
K HIMAS RIN
I

*ok ok |

HE AT

542
542

80
80

160
160

240
240

320
320

400
400

480
480



(>4 ES

non conserved
similar
>50% conserved



