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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 67521 GJW30 RS16090 WP 096357110.1 .MAGSVNKVILIGNLGADPEIRRTQDGRPIANLRIATSENWRDKATGERREKTEWHRVVIFNEGLCKVVEQYVKKGSKLY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQS....QEAYQRPAQQSR.....QPAPD 142
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQS....QEAYQRPAQQSR.....QPASD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGG.NQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNG. 151
NTDB id 67521 GJW30 RS16090 WP 096357110.1 IEGSLQTRKWQDQSGQDRYSTEVVLQGFNSVLTMLDGRGESSGSFG............GGDYDSGSNNVDFGSSGPRSGG 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA............QGGMNVPAQQGSWGQPQQP... 144
consensus *!!****!!*!** !**!****** * ** !!**! **** ** * * * *** **** ** **

logo

G
A
G
K
N

Q
A
P
H
R
T
S
K
Q
R
HPAMQMPQEQASPAPAAQPQRKYRPSQAQPAGPVAPQGYAEGNAEGPARPMPRVMDENDMFIDDEDIPF

NTDB id 1131 NGFG RS05740 WP 003695064.1 A.PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 A.PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATRPQP....AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 67521 GJW30 RS16090 WP 096357110.1 GGARKPAMA........GAGGGRRDDMDDEIPF 172
NTDB id 1166 A1552VC RS00795 WP 000168289.1 AKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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