
logo MKYDLTTQDSTIKRNNSAINDKDFEKLVMDLQPL I IRR IKTFGFNHYDLEDLYQE I L IRMYRSVQTFDFSGEQPFTNYVQCL ITSV
NTDB id 29 MW RS02705 WP 000872877.1 MKYDLTTQDSTIKRNNAINDKDFEKLVMDLQPLIIRRIKTFGFNHYDLEDLYQEILIRMYRSVQTFDFSGEQPFTNYVQCLITSV 85
NTDB id 67470 SAFDA RS02575 WP 000872874.1 MKYDLTTQDSTIKRNNAINDKDFEKLVMDLQPLIIRRIKTFGFNHYDLEDLYQEILIRMYRSVQTFDFSGEQPFTNYVQCLITSV 85
NTDB id 13 SA RS02890 WP 000872882.1 MKYDLTTQDSTIKRNNSINDKDFEKLVMDLQPLIIRRIKTFGFNHYDLEDLYQEILIRMYRSVQTFDFSGEQPFTNYVQCLITSV 85
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KYDYLRKYLATNKRMDNL INEYRVTYPCAIKRFYDVENNYLNKLAIKEL IRCQFKYLSVAFEKDVMYLMCKEQYKPRE IAQLMHVKEKV
NTDB id 29 MW RS02705 WP 000872877.1 KYDYLRKYLATNKRMDNLINEYRVTYPCAIKRYDVENNYLNKLAIKELIRQFKYLSVFEKDVMYLMCEQYKPREIAQLMHVKEKV 170
NTDB id 67470 SAFDA RS02575 WP 000872874.1 KYDYLRKYLATNKRMDNLINEYRVTYPCAIKRYDVENNYLNKLAIKELICQFKYLSAFEKDVMYLMCKQYKPREIAQLMHVKEKV 170
NTDB id 13 SA RS02890 WP 000872882.1 KYDYLRKYLATNKRMDNLINEYRVTYPCAIKRFDVENNYLNKLAIKELICQFKYLSAFEKDVMYLMCEQYKPREIAQLMHVKEKV 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo IYNAIQRCKNKIKRYFKMI
NTDB id 29 MW RS02705 WP 000872877.1 IYNAIQRCKNKIKRYFKMI 189
NTDB id 67470 SAFDA RS02575 WP 000872874.1 IYNAIQRCKNKIKRYFKMI 189
NTDB id 13 SA RS02890 WP 000872882.1 IYNAIQRCKNKIKRYFKMI 189
consensus !!!!!!!!!!!!!!!!!!!
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