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NTDB id 1307 DR RS10055 WP 010888596.1 ...........MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEE 69
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...............MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQ 64
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...............MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIE 65
NTDB id 67458 LEN RS18510 WP 096379613.1 MNTPAPTNPTTASGAIDFTSFLKLMAHQRASDLFITAGMPPSMKVHGKIAPITQNPLTPQQSRDLVLNVMNPQQREEFEK 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ...............MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTE 65
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NTDB id 1307 DR RS10055 WP 010888596.1 KRELDFSFALG.DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMI 148
NTDB id 1177 A1552VC RS01165 WP 000422572.1 TREANFAVVR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMT 142
NTDB id 1019 ACIAD RS04205 WP 004922051.1 THECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMI 145
NTDB id 67458 LEN RS18510 WP 096379613.1 THECNFAIGVT.GVGRFRVSCFYQRNQVGMVLRRIETKIPTVEELNLPPIIKTLAMTKRGIIIFVGATGTGKSTSLAAMI 159
NTDB id 1203 PSJM300 01605 AFN76401.1 NHECNFAISAR.GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMI 144
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NTDB id 1307 DR RS10055 WP 010888596.1 DHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLV 228
NTDB id 1177 A1552VC RS01165 WP 000422572.1 GYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLC 222
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLV 225
NTDB id 67458 LEN RS18510 WP 096379613.1 GYRNQNSTGHIITIEDPIEFVHRHEGCIITQREVGIDTDSWDAALKNTLRQAPDVIMIGEVRTREGMDHAIAFAETGHLV 239
NTDB id 1203 PSJM300 01605 AFN76401.1 GYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLC 224
consensus ***!* ***!!***!!!!!!*! * **!**!!!!!*!!*!***!!***!!!!!!*!**!!*!**!*** !***!!!!!!*

logo

F
L
M
C
G
ATLHTANSNAPNEQSTAI

M
L
E
DR I LVIDHNLVFVFDPKAEEDQRHQRLNQEQFLVI FRWLLVMQDLASNLNLVKGAI

V
M
I
V
S
T
AQQLVILRPDRTAHKPNDGQKSGRHVRGLVAVAFIMVYE I

VL ILAGNNSTPARL ILVAQRSAADYL IRDEKQRGKELTVI FYHQEKI
L
T
K
A
G
S
E

NTDB id 1307 DR RS10055 WP 010888596.1 MGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITS 308
NTDB id 1177 A1552VC RS01165 WP 000422572.1 MATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKA 302
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKE 305
NTDB id 67458 LEN RS18510 WP 096379613.1 LCTLHANNANQAMDRIINFFPEDRRLQLLMDLSLNLKGVVAQQLIPTPDGKGRRVAMEILLGTPLAQDYIRDGEIHKLKE 319
NTDB id 1203 PSJM300 01605 AFN76401.1 LATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKG 304
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NTDB id 1307 DR RS10055 WP 010888596.1 VMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPA.APPVPAYNSASSSSTGRGG 387
NTDB id 1177 A1552VC RS01165 WP 000422572.1 TMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY.GS...GSLQNVK....IDME...... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANK.PLDNRERMSEME....RKMTFDGQRR 380
NTDB id 67458 LEN RS18510 WP 096379613.1 LMKDSVQLGMKTFDQALFELYQAGEISYEDALRYADSQNEVRLRIKLAQGGDA.RTLSQG.LDGVE....VAEVR..... 388
NTDB id 1203 PSJM300 01605 AFN76401.1 LMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDG.EHLTSV.SQGLT....LEMSDDDPGR 378
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